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S E IR TR ]
(BRB Array ToollZkYTERSh I M IICA B RERR(POIDETT
Affymetrix& GeneChip? 0-7' (25 53 5)

BIEFUUE )L | Affymetrix  |Refseq BiEFA | Unigene |Other ‘ S E
= 70-71D  |Access. Access. |(Genbank |(FH |
Access. /IERF)

ME2 210154 at, |NM_002396 |1)yTEeBEFR2 NAD(+)—  |Hs.233119 [M55905,  |0.74 |

210153 s at, \mﬁﬁ_sny[ﬂ}? | BCO00147
209397 at
STATI AFFX- NM_007315, |y 8 45027 1443 £ 1) |Hs.470943 [NM 007315, |0.58
HUMISGF3 [NM 139266 oz B2 {EEF1,91kDa BCG02704
Al

MYT935_MA
_at,

| AFFX-
HUMISGFE3

A/ 20
MY7935_MB
L

AFFX-
HUMISGF3
A/

M97935 3 at
,200887 s at,
AFFX-

: HUMISGE3
i J

30
gooodaad
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(12) JP 2009-521215 A 2009.6.4
=R T Affymetrix | Refseq ' HEEFH Un[genem 4(.)t|'r;er —[%ﬁﬁ
7A-71D Access. Access. [Genbank ‘(ﬁ%
\ Access.  /IER3H)
| _ . |
M97935 5 at \
L (200069 5 at : ’
CXCL10 204533 at  NM_001565 [7EH{A(C-X-CTF-7)  |Hz413924 |NM 001565 |0.29
Jhur10 |
FAS 215719 x_at, |[NM_D00043, |Fas(TNFEHREA-N- Hs.244139 | X83493, 0.68 |
216252 x_at, [NM_152871, |773Y- Aun—6) 770519,
204780 s at, | NM 152872, AA164751,
204781 s ut | NM_152873, NM_0060043
' INM_152874,
| NM_152875, |
NM 152876,
NM_152877
SFRS2 200753 x at, [NM_003016 A7 7YV BFTFA¥ 22 |Hs73965 |BLR66385, |0.82
214882 5 at, A F2 BG254860,
200754 x al NM_0D3016
GuRl 1'2133544_5;11 NM 021927 |GUFIGTP7-# RIS |Hs.546419 'NM 021927 071 |
(S.cersvisias)
CXCLY 203915 at 'NM_00241"64"jr;j]i:)\C—X—C¥?—7) Hs.77367 |NM_002416 |0.33
: hukg
TYMs 202589 at  |NM 001071 |FIUNEESRREER Hs369762 |NM_001071 |0.53 |
SECIOL} 218748 s at |NM_006544 |SEC 104K 1(S.cerevisiae) |Hs365863 |NM 006344 0.76
PLK4 204887 s at |NM_014264 |polo¥k¥F-t'4 Hs.172052 |NM_ 014264 |0.64
(3370 30N D)
MAF2KA 203265 s 2t |NM 003010 (R4 TEMAETRTMY  |HsS14681 |AABIO268 1076
i Fr-t3-t'4 -
EIF4E 201433 5 of, |NM 001968 | ELAZEMEHRBAEEF  |11s.249718 |AW268640, [0.69
201436 at 4E Al742789
TLK1 1210379_5 at |NM_012290 |tousledbk¥+-1'1 Hs470586 | AF162666 | 0.59
CXCL11 1210163 at,  |NM 005409 [7EHLAC-X-CEF-7) HeS18814 | AFO30514.A [0.15
211122 5 at Uk 11 1e02985
PSME2 201762 s at |NM_002818 |7 OTTY-L(7OYA 340 115434081, |NM_002818 | 0.68
AAEMEERIN 7 17vh2 [ HsS12410
(PA28 3}
ACAP-D3 212789 at  [NM 015261 [non-SMGILT /iUl Hs.438550 | Al796581  0.83
BERYT29ID3
MPFS5 219321 at  |NM 022474 REZUNVIBNIEMMES  Hs300699 [NM 022474 | 0.74
(MAGUK p5547 7731~ !
AU -5) |
DILGAP4 202570 s at |NM_014902, [discs large(a7 39N D) | Hs240600 BF346392 |13
L | NM 183006 [REAY REE AN PE4 g
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ffym Refseq BIEFE Unigeném Other SxIRE
70-71D Access Access.  |Genbank {H$
Access. \/#ﬁ%}
_ | _
WARS 200628 s at, {NM 004184, (M7 F272LRNA Hs.497599 . M61715, 0.66
200629 &t INM 17301, |ETRREEER NM 004184
NM 213645,
NM 213646
ARF5 EU.’&HZ_X_at "—Ni/z_omsss ADPUR' Y MMEEF6 Hs.525330 |NM 001663 |0.77
PRK 1219143_@{ NM 013402 |PDZfa&%+-¥ Hs. 104741 | NM_018492 |0.41
GMFB 202543 3 at JNM_oo«uza, TYTIEFERF B Hs.151413 |BCO05359  |0.66
NDIUFA9 208969 at  |NM_005002 (NADHRRZKREEFE Hs.75227 | AF0s0641  |0.77
(A% a v T LA,
9,39kDa
CDC40 203377 s at |NM_015891 ([HERIZDEFHRIA0REDS | pe428147 [NM 015891 (0.8
(B R
WHSC] 509053_s_ag NM_007331, Wolf-HirschhornfEf®#¥  |Hs.113876 |BR793785, |0.75
200054 s at, [NM_014919, &7 1 AF083389,
200052 s at |NM_133330, BE111870
NM_ 133331,
NM_133332, ]
NM 133333, ;
NM 133334,
NM._13333s, :
NM_133336 ]
c1QBe 208910 s at, [NM 001212 [#ARRLS) 1.q BURLSHES | Hs.555866 | LO4G36, 071 |
214214 5 ut Zony AU151801 \
RBM25 212031at  |NM 021230 |RNARESTF-7AUNTHE25 |Hs 531106 [AVI5T381 083
. SLC23A11 209003_at, |NM 003562 |EH¥Y7-773Y-25 Hs. 184877 | AFO70548, |0.83
- 207088 s at ERavk IPEUT-, NM 003562
A0 W3- by 7o),
AN
TR 202338_at  |{NM_003258 [FIV U311 FIBE [Hs.515122 |NM_003258 {0.73
EINKI | 222262 s ar, |NM 018638 |I3/-API¥f—t1 Hs.240056 |AL137750, |0.66
219017 _at NM_018638 i
KLHL24 221985t  |NM_017644 |kelch®R24(%390 39N 1)  |Hs 407700 |AW006750 1.4
AK2 1212175 s at, |NM 001625, 'FT —AEEES-E2 Hs 470507 | AL513611, |0.8
205996 _s_at, |NM_013411 NM_013411,
212174 _at W02312
HNRPD 22148]_%_at, |NM_0010038 |15 — %K #Ion9ED [HsA80071 | N55672, 0.8
209330 _s_at, | 10,30 _00213 [(AU-rich element RNA D54674,
200073 s at |8, W& IEN1,37kDa) M94630
NM_031369,
L |NM_031370
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00000
BEFLUE L A\;f;r'ﬁ;etrix |Refseq BHIGFH Unigene |Other RIEE
2'0-71D Access. Access. iGenbank (B
Access. /IEBFE)
N A | .
G1PBP3 [213835_x_at ]NM_GEZGZD, GTPHEI/NIHES Hs.334885 |ALS524262  |0.87
|NM_133644  [(3MIZF1T)
PSATI 220892 s ot NM_ 021154, |RAREYLTI/MS50AIL5-H11 Hs.494261 {NM 021154 |0.54
‘NM 058179
APIGL 203350 at  |NM_0010300 |75 73 BES N Hs.461253 {NM 001128 [0.89
07.NM o011z (BEARL Y 14720k
8
SMCED! (212577 at | o Rk E HsB118 | AABGETSA |0.74
: flexible hingel A& H1
S1.C4A4 210738 5 at, [NM_003750 |;EE+4P-773-4, Us5462 | AFOLI3%0, |07 |
203908_at, BRERAKELMOLIMUA NM_003759,
211494 s at, EAE R WFLR: AF157492,
210739 x at AFU69510
RBMS1 206767 at  [NM_0010037 [RNARS & TF-7 — KR8 Hs. 221436 [NM 014483 1.2
92.NM 00100 |FBEERIN'IHE
3793,NM 014
483
LARP4 214155 s at |NM_052879, iLal)f RILTAUN B MY |1126613 |AI743740  [0.66
INM_199188, [Z73l)-dun—4
'NM_199190
FANCA 203805 s at |NM 000135, [Fanconi® MJE ¥B*HEFA |He284153 [AW083279 [0.78
NM_0010181
12 “
§0s1 212780 at  [NM_DDS633  ison of'sevgnlessrk{l]‘ﬂ Hs 278733 |AAT00167 D84
VELVEDLN Y
IF120 210312 s at |NM_174887 [ERE&IE2046E07 Hs4187  |DBC0O02640 |12
{Chlamydomanas) i |
NUY210 212316 at, |NM 024923 X4LA#%"L210kDa HsA75525 |AA502912, [0.78
220035 _at, NM_024923,
213947 5 av ARRGTIOL |
IRF8 204057 at  |NM_002163 (125 710UFH#1EF8 iHs_mm? AlD7I984  [0.75
SGPPI 221268 s at |NM. 030791 ﬁ?{‘/n“-‘/:ﬂ—U)E’;r’r\m??—iﬁszmm NM_030791 076
1 : ‘
MAD2L1 203362 s at |NM 002338 |MAD2A R4yFIEIE SBRHE | Hs.509523, |NM_002358 |0.7
1(E2E) Hs.533185
| PAICS 201013 8 at, |[NM 006452 [RARIR YNFI/AIEY - |Hs518774 |AAS02652, |0.71
‘ 201014 s at AR F 571 RARR VL NM. 006452
FIETY ARG T BNKF
PN ERER
RPS2 217466 x_al | NM_002952 VR Y-L5un yEIS2 Hs.356366, | 148784 0.83
| Hs.361079,
! Hs.498569,
Hs.506997,
| Hs.556270
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(15)

JP 2009-521215 A 2009.6.4

00000
BIEFruk J”Aﬁ’ymetrlx Refseq Iiﬁ{f%% “.Ljﬁigl;;ﬁ i..E)AtHer-_mw %}EE
7'0-7'1D Access. ; Access. Genbank k(ﬁ%
’ ‘Access. ‘/3'55%)
TMEDS 202195 s at [NM_016040 ‘ﬂﬁﬂ;ﬁempuﬁznﬁﬁ%_ Hs.482873 'NM 016040 |0.86
WA EHS
\ ;
GTSEl 204317 al, |NM_016426 i‘G—Za’a‘o‘:USHHaFéiﬁI Hs.386189, | BF3035380, |0.8
204318 3 at \ Hs.475140 | NM 016426
DCK. 203302 _at  |NM 000788 T AELLFY vEF-t +3 Fs.709 kNM 000788 10.77
DKEZp762E13 |218726_at | NM_O18410 {RIAUAYE 'Hs.532068 |NM_018410 |0.81
12 DKFZp762E1312 \ "
BAZIA (217936 _s_ar [NM_013448, | BER7(UN -F AM{UIIEIE | Hs509140 'NM_013448 (08 |
; NM 182648 |3 D7 0EF A4 1A
LHIPZ 202346 at  |NM_005339 (nFohoRLigauni g2 Hs.50308  'NM_005339 |0.78
[HNRPA3PL 206809 s at TR — 4T AN ITEAS | Hs524276 |[NM_00S75R |0.83
a1
[CDC42BPA  [214464 ot |NM_003607, [CDCA24E 57 N7 4T —t [Hs.35433 | NM_003607 |14
NM 014826 | @ (DMPK#)
P15RS 218209 s at |{NM 018170 |IREB4un'4E Hs.464912 |NM_018170 0.79
FLJI10656
FLJI0S34TSR (218156 s ac |NM_0J8128 | TSRI, 20S (RNA Hs.388170 |NM_018128 |0.75
1 EREATAY
(S.cerevisiae}
RRMI  |201476 5 at 1NM 001033 | IJT\ RILAFE LA D5t M1 | Hs383396 | Al692974  |0.76
FINTFE
USP4 202682 _s_at |NM_003363, Jt'ﬁ%j;#ﬁiﬂﬁ«:?#?“—t'd Hs.77500 |NM 003363 |12
L NM 199443 (FERIAET)
ZNF304 207753 at  |NM_020657 |[EEFRI4 -3 EI04 113287374 |NM_020657 |13
CA2 |209301_at {NM_000067 AR K BE SR Hs, 155097 | M36532 .25
LDC92249 :212957)'_&1 RiBunsE Hs31532 |AUISL785 | 1.)
‘ LOCY2249 ‘
MARCHS !218582_at NM 017824 |[REESLI 700~ Hs.549165 NM 017824 |0.81
; (C3HC4)5
TRMTS 221952 x_at |NM_020810 | TRMS tRNA Hs380159  AB037814  0.81
FFLMSLRITT-HHRENY
7 \S.cerevisiae)
PRDX3 201619 at | NM_006793, WL RS Hs.323302 |NM_006793 |0.73
NM 014098
RAPIGDS] 217457 5 at NM 021159 ;ﬁ«]PLGTPfGDPﬁEﬁEBEII;‘%i His. 132858 | X63465 0.82
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(16) JP 2009-521215 A 2009.6.4
oooooao
BETUE Affymetrix IRefseqg BEFE Unigene  Other REE |
70-7ID  |Access. Access.  |Genbank [(B& !
Access. /IEEFE)
NUMB 209073 5 at 'NM. 0010057 |numb®ERY (V375 79AT) | Hs 509909 | AFO15040 | 0.82
43,NM_ 00100
5744 NM_001
0035745NM_0
| 63744 )
KIF2 1203087 s at |NM_D04520 | UHEEAUN -2 [5.533222 |NM 004520 |0.72
(ACADSB  |205355_at  |NM_O001609 |T/ N RRERAR K RAER | Hs 81934 | NM 001609 |0.87
| G-V v |
IBRDC3 (213038 at  |NM 153341 |IBRF MU EH3 Hs.546478 |ALOII602 |0.38
TES 202719_s_at |NM 015641, |FRSEEAMLAHNTH Hs.533391 BCOOI451 |13
NM_152829 |(BLIMP A42)
YDDI9 37079 at _ YDD19%nN I8 Hs.525826 |U82319 0.2
| Gane 210164 at  |NM_004131 [59/8 4AB(T 7% (A2, |is10s1  (J03189 0.66
; MAE S EET- o TREE
| tIAIATI-E 1)
\LAPS. 217933 s at |NM_015907 |A{VUPI/ATHI-E3 Hs.479264 |NM 015807 |0.67
C170rf25 209092 s at (NM 016080 |HBEKI1TH-7)-F 449 |Hs279061 |AF061730 072
7b-425
ZNF345 207236 at  INM_003419 |EERTN-F0n 0345 s 362324 [NM 003419 |11
KITLG 207029 at, |NM_U00899, |KITUh R Hs.1048  |NM 000899, [0.75
211124 s al | NM_003994 AF119835
CAMSAPIL 1212765 at |'NM_203459 BT BN T, | He23585 | AB020001 |13
B 2 B TR
YTHDC2 ‘205835_5;11, NM_ 022828 [YTHNMU&F2 'He231942 | AWOTSRIR, |0.84
205836_s_at NM_022828
RABIF |204477_nt  |[NM_002871 |RABH#EETF Hs.90875 | U74324 1.2
SERBP1 1217725 x ut {NM_0010180 SERPINE1mRNA#E& Hs.369448, | NM_015640 | 0.81
67.NM_00101 |Fon &1 Hs.519284,
8068 NM_001 Hs.530412
018069,NM 0 |
15640 |
KPNBI1 208975 s at |NM 002265 [(hUA71UA 4R LFN B 1 Hs.532793 L8951 0.74
BRIP! 221703 at | NM 032043 BT;J:A{;}%?EW\WECEH#E Hs.532799 | AF360549 \0.86
NI
IRF1 202531 at  |NM 002198 [ w4-710L&I R 1 Hs.436061 |NM 002193 |0.42
TIPTN 219258 at  [NM_O178B58 |TIMELESSH&4un4E '115.426696 NM 017858 \0.73
SPFHI [202444 s at |NM_006459 |SPFHNA{U773-Aun—1 |Hs150087  NM 006239 |076 |
SFPQ 2015865 at |NM_005066 274V ATFIOY/  Hs355934 |NM_005066 | 0.83
TAB -y T Y Y
FOMES SN Y EEE |
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goooogag

an

JP 2009-521215 A 2009.6.4

EETF U IIA_ffymvetrix Refseq [iﬁ{i?% Unigene  |Other RIE
70-71D Access. Access. |Genbank (BH
‘ Access. /EBF)
|
MOAT2 211061 s ot iNM_OOlDlSS RN @ -1,6-)-71)37 0T [Hs93338  |BCODGISO | D.79
I83,NM 00240 (4 B —1,2-N-FTEFAYNIH3
8 J_JLI~7J.7\?17 -t
MCCC2 2096245 at [NM_022132  AFAY0M )~ tEBERADLE | 5.167531 | AB050049 |06
Y-t s
DDAH2 1215537 _x_at, [NM_013074 | ¥ AFILF LA 2% AFLFI/EN [He247362 | AJOI2008,A [1.2
1214909 s at ‘n7-t2 K026191
NP Hmstat |NM_000270 [RHLALE KA T Hs.75514  'NM_000270 {0.79
CHEK1 205393 s_at, [NM_001274 |CHKIFLy 7% {/MREDT | 1524529 |NM 001274 0.7
205394 _at (S.pombe}
MYOIB  212365al |NM 012225 4VVIB Hs.439620 |BF215996 |0.85
ATPSAT 213738 5 at |NM 0010019 IATP//? ¥ H+8iiE 3k Hs.298280, | A1587323  [0.82
35,NM_00100 b 'J?FHE"-‘*M! w719k, | Hs. 551998
1937,NM 004 |74 74- L1055
046
IL2RB 205201 at | NM_DOORTR i4>ﬁ—n¥#>2&-’§1$.8 Hs.474787 |NM_000878 |0.73
RPL3Y 217665 st {NM 001000 YA AN DB L39 1= 558387 |AA420614 |13
(RPL39)
3o 212463 at  {NM_000611, |GD593ABp18-20(€/910-} | Hs 278573 |BE379006 |1.5
NM 203329, |V HL{K16.3A5EJ16EJ30,
NM 203330, |EL3235RUG344[ZLLEE
| NM 203331 (SN f-infE)
AMDI 204196 s at |NM_0010330 175 //HHCJT AEFY |Hs 159118 [M21154 074
59,NM_00163 |31
4
GGA2 210658 s at |NM 015044, [INVBEF, y 757 FUear | Hs460336 |BCO00284 |0.82
NM 138640 |EH ARFEEA /N IEL
MCM6 201930_;1{ NM_0605915  [MCMBIZ)OEY-AHERERBE ' Hs 4441 18 [ NM_005915 [0.75
6(MIS5KRTAY" S pombe)
(S.cerevisiae)
SCC-112 213983 5 at, [NM 015200 'SCC- 1128004 E& He331431 (AW901219, 0.8 |
212138 at AK021757
BCL7C 219072 at  |[NM_004765 B-HIRICLL/UABEIC  |Hs303197 |[NM 004765 | 1.2
HMGN2 208668 x_at |NM_005517 T:ﬁﬁiﬂﬁﬂaww -L$E& |Hs.181163 |BCO0368%  |0.9 !
A2 ‘ ‘
RERP4 2103715 at, | NM_005610 | MEEESFHBAARBSE &9 n V8 |Ha 555890 | BCOG3092.X (0.8 %‘
217301 _x at 4 71810 ~
KIAAUOSJO 212396 s at |NM_ 015047 | KIAA0090 Hs.439200 |AL143233 | 0.81 _
SYNPO 202796 at | NM 007286 Y7 RRF (v Tm:tsszzs \NM 007286 | 1.2 ’
[GPR161 214104 _at  INM_007369, (G-IvnIHARBIZEE |Hs.271809 *AI’JUB}SB 1.5 J
NM_153832 |161
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(18)

JP 2009-521215 A 2009.6.4

iﬁﬂ'ﬁ%"})ﬂfﬂb’-\ﬁyrﬁptrix Refseg iﬁ_ﬂlﬁ%%-_ EUnigenr Other ZIHE
20-71D Access. Access.  |Genbank ==K
Access. JIEFR %)
[ R N
TMEM113 215509_s_at {NM_025222 [BEEBIVAIE113 Hs.194110 [AL13765%4 072
{SMC2L1 204240 s at |NM 006444 |SMC2BEREMIE2ME He 119023 | NM_006444 |0.65 |
(=35
! |
CCNA2 1203418_at  |NM 001237 (HA7UuA2 [Hs.85137 [NM_001237 {06
VAPR 202549 at | NM_004738 |VAMPINSOLBREIRIUN YD [hs 182625 |AKO25720 (12
EORSEINIEBB LUC
EXOSCO  |21526. ar  |NM 005033 |L¥Y/7 LAE59 He91728 |AI346350  [0.73
TRIM25 206911 _ar  |NM_005082  MIN-44MEF-7-BH25 5528952, |[NM_005082 |0.88
Hs.351516
5CY1.2 221220 s al |NM_017988 |SCY1#k2(S.cerevisiae) [Hs.506481 NM 017988 |0.85
RYK 214172 x at |NM_0010058 [RYKSEBF{FRGFO 411 \Hs.245869 BGO32035 {12
61,NM_00295
8 - :
MTHEDL  |202309 ar  NM 005956 |A7Ly7hot- DEEBRRRIK |Fs435974 [NM 005956 |0.74
; BER(NADPHEFMEN,
FFLyThIEr EAML OO0 D
77 BTSN OsEg
BB R
RUNXI 211180 x at ' NM 0010018 |7VMEEIEEEF 1R |Hs.149261, | DRITSS 1.1
' |90NM 00175 | BEEE B MR T ami1E | Hs278446
"4 EEF)
KPNAZ 201088 at, |NM 002266 (0UA71V0 @ 2(RAGIA-H1, | Hs.159557, | NM_002266, | 0.77
211762 5 o foR T a1) Hs252712 | BCOOSOTR B
PSME] 200814 at |NM 006263, |7 A77Y-L(7 OYA Y0NS 4575348 | NM 006263 | 0.76 |
NM 176783 &R 7 1Z9M(PA
28a) ;
| TACC3 218308 at | NM_006342 Eigtil\%ﬁﬁﬁﬁimbﬁayn"a Hs.104019 | NM 006342 |0.78
3
\Fﬁm 204768 s at |NM 004111 (7F97 VR RILT 1] Hs.400065 | NM_ 004111 |0.73
[Grracs 719108 at | NM_ 010204 [BEAFZEEFIC K IATF [Ha 549088 |NM 012204 087 |
}4,90kDa
| GEMING 217099 s at | NM_H15721 %Eem($itth’$3)B§i§¢>;\“7 Hs.499620 | AF258545  |0.76
4
CTSS 202902 s at {NM_004079 |AT704S Hs.181301 |NM_004079 |0.74
MCM?2 202107 s at |NM 004526 |MCM23IZ70%Y-A#ERT STFE | He 477481 |NM 004526 |0.71
2 iFF/(S.ceravisiae)
GPHN (220773 _s_at |NM_0010242 |7 74 Hs.208765 ; NM_020806 |0.67
I3 | 18,NM_02080 |
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(19)

JP 2009-521215 A 2009.6.4

I‘E‘fi;:/:/ﬂ'\.JLFAffymptrix %Refseq BIEFE lUnigene lother e
78-721D Access. Access. | Genbank (%
‘Access. /IEF/FE)
6 a ) |
N{Jp30 218295 s at |NM_007172, 'R4L41)/50kDa Hs.475103 [NM_007172 |0.78
NM_153643,
NM_153684
RANBP2LI (210676 x at |NM 005054, |RAN$ES /N IE 281 Hs.469630 [U64675 | 0.83
i NM_D37260
NR5A2 1208337 5 at |NM_ 003822, HRSSEARY 7 773)-5.85A, [Hs.33446 | NM_003822 0.77
'NM_205860 |Aun'-2
FGD 201118 at  |NM_002631 [RARY LAUBENZKEBER | Hs464071 |NM 002631 [0.75
FUT4 209892_at20 |NM_002033  |720p50A715-2'4( @ (1,3) | Hs.390420 | AF305083,M  0.78 l
5893 s_at 722 bbTu AT B ERER 58596 !
) HEM
RABGA 201048 x &l |NM_002869, |RABBA /Ui -RASEHEIRT | Hs. 503222, |NM_002869 |0.81
NM_198896 (7731 Hs.535586
CCNT2 204645 at | NM 00§241, |t H)T2 Hs292754 [NM 001241 |0.87
1 NM_058241
TFRC 207332 s at |NM_003234 bi)Z?l‘J)ﬁ@‘Pﬁ(pQO, Hs.520618 |NM 003234 |0.63
CD71
DIRCS 202095 s at |NM_0010122 I $a0 {0 RIAPRA-&A |Hs.514527 |NM_001168 [0.7
70,NM_00101 15{¥n 1L
2271,NM_001
168
PGGT1B 206288 at  |NM_005023 |4unTET ZZMF20MILA |Hs 254006 |NM_005023 |0.8
735-1 8471 B 477 17wh
UsP4 201672_s_at [NM_005151 |2EFFGRMATFI-t |Hsd64416 |[NM 005151 {0.81
T4URNA-IP=ub32A07a
Y1)
PURA 204020 al  |NM 005859 (7 U - FBEFRIEE LN IE | Hs443121 |BFT739943 |12
A
LMANI 203293 s at, |NM_00S570 |LIFy Tui-AFE & ] Hs.465295 | NM_ 005570, | 0.82
203294_5_at 1709716
WIRASL 209076 s at |NM_019613 |WDRA5HE 145201390 |BCODOST4 | 0.82
SGCD 213543 _at  |NM_000337, #0270y, 8 (35kDal M0 |Hs 387207 |AA570453 1.2
| NM 172244 |24 BRES 270742 1
LRP§ 205282_at  |NM_0010180 {EFEEVF 900 18 SEK | Hs444637 |NM 004631 (078
54,NM_00463 |BEIEL DEB TR Fun
1, SEHeZ B
NM 017522,
NM 033300 !
ITGA4 205885_s_at | NM_000885 177"y, @ AURRCDA9D. |Hs 555880 12002 0.74
VIA-4ZRED @447 1y
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(20) JP 2009-521215 A 2009.6.4
ooooooao
HARF VU L Affymetrix |Refseq s+ 2 Unigene |Other RITE
‘ 70-21D Access. ‘ Access. 'Gerbank |[(FB¥
| Access. JIEHEF)
'BUBR3 201458 s at |NM_0010077 '\DD’U“{__-::._?“‘[“JL(}F{\%_EIFI: Hs.418533 |NM_004725 10.79 ]
i 93,NM_00472 | &L H 3 AN AL AR ,
5 BUB3(R* &) '
KIF18A 22258 5 at [NM 031217 [FaL02P30~A0n—18BA Hs.301052 |NM 031217 083
FKBPO 212169 at  |NM_007270 |[FKS06%ES4un v HED, Hs.103934 [ALOS0187 |12
N 63kDa
ATF6 217550_at  [NM_007348 |SEMEEERERF6 Hs.492740 |AAST6407 |14
| TNFRSFI1A 207037 _at | NM _003839 |MSGIRIEEIFSBAA-N- Hs 204044 |NM_ 003839 |0.68
773 Aen'-11a NFKBE
i 211
KIAADEAT  |213054_at KIAA0841 Hs7426  |AA845355 |09
TGFB2 209909 s at %NM_OOS'BS |MIvATA-307 FEIBET £ 2, B, 133379 | M19154 11
ITGBS 201125 8 at, | NM 002213 455100 B 6 Hs13155 |NM 002213, | 1.2
201124 _at, A1.048423 .4
214021_x at 1335208
RABGEF] 218310 at  |NM 014504 |RABY F-URILAFM MR  |Hs.530053 |NM 014504 |12
[EF(GEF)1 |
PBX1 205253_at21 [NM_002585 |pre-B—#i%8 5 ML EHE |Hs 493096 | NM 002585, 12
2148 at F1 ALO49381 !
ZNF148 203318 s at [NM_021964 |EFRZ2(D -0 7E148  |Hs380334 [NM 021961 | 1.2
(pHZ-52)
ZWINT 1204076 s at |NM 0010054 [ZW10{530%- Hs42650 | NM_007057 10.66
13,NM 00100
5414NM_007
057,
NM 032997
[Zpnics 213675_al  |NM_016598 %ﬁﬁ?»{)ﬂ'—,DHHCM?“é‘ Hs.61430 | W61003 1.3
3
CDCAR 2215205 at |NM_018101 FBHASHEEEES H5.524571 | BCOO1651 076
CUTLT 214743 at |NM_001913, |cutt#i1 CCAATIRIRIUN Y |HsA38074 |BEO4652] | 13
NM_ 181500, |EHEA7 3w T)
| NM 181552
Cl8orfo (219311 _ar  |NM_024899 | S KI1BA-7)-T 147 [Hs.236940 | NM_0248%9 | 0.73
j L-49
TXNDC 309476 at | NM_030755 [FELFEVUN A UEE Hs.125221 |ALOSOO&D | 0.75
POLEZ  |205909_at |NM 002692 |47t (DNAJETEITE), € 2| Hs. 162777 | NM_002692 | 0.73
(9947 1yl
SPCS3 218817 at  INM 021928 VYA TFE -0 SR |Hs42194 [NM_021928 (0.7
#7 1-yh3FEAY
(S.cerevisiae)
CAND1 208839 3 at |NM_0i8448 |JL/ERER KT Hs.546407 | AL136810 |0.84
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(21) JP 2009-521215 A 2009.6.4
ooooooao
EIZF YUK L [Affymetrix  |Refseq EEFE Unigene | Other REE
JH-71D Acrnecs. Access. iGenbank (H# .
i iAccess. /IERFE
neddylation—dissociated1 - ) ]
U2AF2 218381 s at [NM_0010124 |U2(RNU2AZ{E 5 FRNA [Hs.528007 | NM 007279 |0.83
78.NM_00727 |fH BN FF2
9
WDHI 204728 _s_at |NM 0010083 |WDRIEF LUHMG-H'YA 115 385998 |NM 007086 |0.73
96,NM_00708 | DNAKE &N E 1
. 6
| TEM1 200734 at  [NM_005337 |[EMun V&I 1s,182014 |BCOC1604 |09
RABEP1 214552 5 at [NM 004703 |7/ 7 FURAB GTPF-¥" | Hs551518 |AT098638 | 0.84 '
a9
SYDEI 44702 ut  [NM_033025 |V RAERE1 Rho GTPT-t, [ Hs.528701 |R77097 1.1
HRENY H{C.elegans)
WPDCi ﬁém_m NM 021197 |WAP&Y AL74FIFFN A U1 [He36688 |NM 021107 | 1.2
TBXZ 40560 st |NM_005904 |T-H w922 CThss3i08s |uz2seas |13 |
GART 210005_at | NM 000819, FARUR LMY FINELS |Hs473648 |D32051 054
| NM_1T5085  bAFUAT27—t RARIE VALY
_ T B REERE RAKIA
YT -V E RGBSR
HIAFZ 21391]_s ai, |NM_DO2106 |HZALARRYI7R)-Aun—-Z  |Hs.119192 |BF718636, (0.8 \
200853 _at NM_002106 |
CD7 214551 s at [NM 006137 |CD7nIR(p41) Hs.36972 |NM_006137 0.8 |
ELOVLG 210868 _s_at {NM_024090 (ELOVLITSU—Aun-6.&8 [us412030 (BCooises o0.s1 i
RS IFER O BB (FEN1 /Flo2, | |
SUR4/Elo3%k B &) 5
!cmma 34726 at NM_ 000725 | WS et BAERTEE | Hs 250712 | 107139 12
4 B 372y} . _
TAP1 202307 s at |NM_D00593 [HEE1LATPEESDEYS,  [Hs352018 | NM_000593 ]0.58
#7"772Y-B{IMDR/TAP)
NUP98 (210793_s_at |NM_003387, RGLA R 98kDa Hs.524750 | U41815 0.75
NM_016320,
NM_ 139131,
NM_139132
CHAF1A 214426 _x_al, [NM_005483 [JO0VFLTHEL7-[HF1, Hs.79018 |BF062223, 0.83
203976 s ot #7° 12uhA(R150) NM 005483 |
EPASI 200878 at  [NM 001430 |PIRPASMAMUAUNIE T |Hs 468410 | AF052094 13
RNGTT 2042075 at [NM_003800 |RNAZ PZLb5VA717-F | Hs.127219 |AB012142 |08 |
HLUS-HKRATPE-1
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(22)

JP 2009-521215 A 2009.6.4

BImFLuf b |Affymetrix  )Refseq BIEFH " lUnigene |Other  RIRE |
20-21D Access. Access.  [Genbank (B
Access. /IEE )
KLE7  |204334.at  |NM_003709 |Kruppelf¥EH %7 lmsarion [aaamse2 (1
(A %4R)
Cdorl16 219023 _at  |NM 018569 |SEB{RAX-T)-T 127 |Hs435001 | WM 018569 {0.77
ZL-L18
YBXZ 219704 at  |NM_015982 YR IREEH SN TE2 Hs.380691 |NM 015982 |0.75
'vD [216958_s_at |NM_002225 gﬁ% VIV RARIKE  Hs 513646 |AKD22777  [0.8)
PEG3 209242 _at  |NM_006210 |REMERR3 He201776 |ALOA2588 |12
FBXL14 213145 at  |NM 152441 |F-RoJAB LU 0F [Hs 367956 |BFO01666  |0.83
RAFS YR 14
TMEPAI 1217875 s_at |[NM_020182, \IEE8 AISZIR7VMOTY  (HsS17155 |NM_020182 |14
NM 199169, &% FETERNA |
NM_199170,
NM_ 199171
RNF138 218738 s at |NM_016271, (VY7 20vh -4un 48138 |Hs.302408, |[NM_016271 |0.82
_ 7 NM_198128 Hs.501040
DNMIL 203105_s_at  NM_005690, |¥ {131k Hs.550499 |NM_012062 |0.87
NM_012062,
KNM_012063
LHCGR 215306 at  NM_000233  BEERSAEALES/SENME  [Hsds3490 [ALO4AI |13
I VR ARG
SOCS6 214462_at, |NM 004232 [FAMMUYTFLEEED | Hs 591068 |NM_004232, |0.85
206020_at #7 Ly—(SOCSE) NM_016387 |
CEP330 213956 at  [NM_ 014810 |FRLHRS NVIE380kDa  Hs 413045 |AW299294 (13
PTGER3 210374_x &g |[NM_000937, (7' 0A%0 703 VESREMAI  |11s445000 | DIRI00, 1.1 !
210831_s al [NM 198712, (47 9{7'EF3) 127489
NM_198713,
NM_193714,
NM_198715,
NM_198716,
WM_198717,
NM_198718,
NM_198719,
NM_198720
M1151 200723 s at |NM_005898, |BEERiH R/EEU, Hs.471818 {NM 005898 0.9 |
NM 203364 |[RET-D-1 ! '
h&u 203210 s at |NM_007570, |PABIBFCOETEILATT)  |Hs.506980 |NM_007370 |0.79
NM_181578 |5,36.0kDa
INDO 210029_at  |NM_002164 | F-ATFi-L'A-A230'F |Hs840  |M34455 0.74
ot
KIAAD286  |212619_at  NM_015257 |NA Hs.533787 |AW205215 (077
MOBK1R 201298 s at |NM 018221 M_(_JBLMpsU‘/.r\'{‘A"—#--J-— Hs.196437 |BCO03398  [0.84
PR EFISR1B(EE A
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(23)

JP 2009-521215 A 2009.6.4

SEETFUUR L Affymetrix  |Refseq BETE Unigene |Other REER
70-71D Access. : Access. [Genbank ®
Access. JIEEE)
b
FLI20273 218035 s at |NM 019027 |RNA-#ESIUNIE Ts.518727 |NM 019027 |0.73
HADHSC 211569 s at | NM_005327  |L-3-tbOFL7 - fHBETEA |Hs 438280 |ATO01003  |0.62
B HAKREER EH
SSPN 204964_s_at |NM_005086 |YAJIAN U(KrasRBEF | Hs183428 |NM_005086 | 1.6
‘ BHiEEH R F)
AP2B1 2006155 at | NM_0010300 |79’7"9—E§ﬁ9m"#§%§% Hs.514819 |ALS67295  [0.77
06,NM_00128 |42, B 147" 3zyh
2
EIF4Al 201530 x at, [NM_001416 |EL#% PP RBIIER T4A. | Hs 129673 | NM_001416, 079 |
214805 at o [PAYTA-A U79273
DEPDC1 230295 x_at |NM_017779 |DEPF AL E /1 Hs.445098 [NM_017779 |0.66
AGPAT3 218096_at  [NM 018361 1=7Lby " #-)b-3-KA21~ [Hs.490899 |NM 018361 [0.68
FO-F N7 A715-15()Y
RATTFY SEETUNNIVATT
-t &) |
HNRPDL 201993 x_at | NM_D05463, |T~t8)—Hi #A0n PEDH: |Hs.527105 |NM_D0S463 |0.86
NM 031372
GBP1 202270 at  [NM_002053 ' 7ZL-MESI/NIET |Hs.62661, |NM_002053 |0.61
{u4-2iM i F1H.67kDa | Hs.443527
AMIGO2 222108 at  |NM 181847 liﬁb“i»ryz’&*ﬁa“&ﬁ%ﬁ-'115.121520 ACO04010 | 1.6
XPO7  |208439 s at |NM 015024 |[HSMEIEETF7 Hs 172685 |NM_015004 10.78
PAWR 204005 s at |NM_002583 ;TKC,?fﬁ’%f"/AWTIF-ﬁﬁ Hs.406074 |NM_002583 10.71
1
NARS 200027_at [ NM 004539 [TANIF TA-tRNAGRUER  |Hed65224 |NM 004539 0.84
CENPA 204962 s at |NM_001809 | 2VFRATAUNYEA1TkDa  [Hs1504 | NM_001809 |0.69
KI¥15 210306 at  |NM_020242 [FRVLIFI)-AuN 15 Hs 307520 | NM_020242 |0.78
ZNFS518 204291 _at  [NM 014803 [EESRZ4D -2V FEB18 | Hs.147805 |NM 014803 |0.8%
LPP 202821 s ot [NM 005578 [RERAERICZHITAIFELLY (Hsd44362 |AL044018 (1.3
translocation partner%
=8 HLIMNAMY
BRRN1 212049 al  |NM 015341 |barrenhE05 (%395 30 I) |Hs 308045 | DI8553 076
Csorf4 48031 _r at | NM_ 016348, |FBAESF-N-T UYL |He.519694 |HO2077 1.2
NM_032385 | L4
UBAP] 46270 _at NM_ 016525 |1 ¥ FUAREIAVE Hs268963 | ALO39447 |11
SH3GLB1 209090 s_at |NM_016009 E?HS—FM)GRBZ%I%'?{ Hs.136300 | AT.049597 |12
iuB1
CDENIC 213182 x at |[NM_000076 |49 AKTEIEFT—¢ PRSI | Hs.106070 | R78668 14
1C{p57 Kip2)
MEMI0 220651 s at |NM_018518, |MCM103=90E/-LIEHER |Hs.198363 |NM 018518 (074
NM_182751 |M&10(S.cerevisiae)
'KIAAD265 209254 a  'NM 014997 |KIAAO26591 VE Hs.520710 | AJS08625 |12
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(24) JP 2009-521215 A 2009.6.4
ooooooao
A reas VT Affymetrix | Refseq BEFE Unigena 'Other REE
JH-7ID  |Access. Access. Genbank (B
Access, JIEHF)
BUBI 209642_at  |NM 004336 [0y (30— LIFE0Y T |Hs469649 |AF043204 lpag
HFEIMFEILELBUBT :
(i:3=3)
LGALSIBP 1200923 at  |NM_005567 [L2Foh 770 #5& B8 |Hs.514535 |NM 005567 [0.8
. IEEINIE o
NCAPD2 201774 s at |NM 014865 |non—SMCI T UVUHEEME (155719 | AK022511  [0.73
#7°1zytD2
CD$6 205686 s at |NM_006885, |CDBGHARICD28IARID UM Hs.171182 | NM_ 006889 |0.88
NM 175862 1'2,B7-2in/R)
Cl6orf30 219315 s at \NM_024600 |SEIKI164-70-T1097 |Hs459652 |NM_024600 (12
i =430
REBPS 203344 s at |NM 002894, | SREESEAMERIEIE S 0 7B | Hs.546282 |NM 002894 |0.79
NM_203291, |8
NM_203292 '
FEMIC 213341 at  |NM_020177 [fem—1FHEAY ¢(C.elegans) |He47367 |AIRG2658  |0.82
NUP160 214962 s_at {NM_015231 |X4L4H")»160kDa Hs.372009 |AK026236  |0.84
VAMP4 213480 at  [NM_003762, [A"LHLREERESUAYEI4  |Hs6651 | AT052100 |11
NM_201994 .
C9orf76 218979 at  |NM_024945 [EREBAEOL-T V)T (0 I0-|11284137 |NM 024945 [0.8
L76
DHX15 201386_s at |NM_D01358 |DEAH{Asp-Glu-Ala-His) [Hs.5683 |AF279801 |[0.83
FyPAR YN T FF 15
RIG 221127 5 at il fiElin e 4% F22 A Hs.292156 [NM_006394 |12
HBP! 208102 s at |NM_012257 \HMG-#"97ABREEF1 0162082 |AFOI9214 (12
ABCE! 201873 s at, |NM_002940 |ATPSSA7yh 7 773Y-E |Hs.12013 |NM 002940, [0.79 )
101872 s at (QABP).Auiv—1 Al062002
PPA2 220741 _s_at |NM_006903, |t ARA774-4 (&2 Hs480452 [NM 006403 |0.81
NM_176866,
NM_176867,
NM_ 176869
CED 201942_s ar |NM 001304 AR FATF8-£D Hs.446079 | D85390 0.68 |
KIAA0828 215672 s_at |NM_015328 |77 - IRELVATAH-13 Hs.195058 |AK025372 1073 i
K-ALPHA-1 |211058_x at |NM 006082 |qF2-77> Hs.524390 |BC006379  |0.85
RNMT 202684 s at (NM_003799 |RNA(Y TZU-7-)AFibbIVA |Hs.8086  |AB0O20966 [0.9
715t
MIS12 221559 s at |NM_024039 |MIS128e09 (&) Hs.267194 |BC0O0O2Z29 | 0.8
AURKD 209464 _at  |NM_004217 14-A3%+-t'B Hs442658 [ABOL1446 | 0.71
FAM64A 220591 s 5t |NM_019013 | FRBIFEAMEBAEE T D |Hs404323 [BCO05004 0.8
FrIU-Aon-A )
TAP2 204770_at | NM_000544, Bk {R2 ATPRES ATV |Hs502 NM 000544 |0.82
‘ NM_018833 |#27773U-B(MDR/TAP)
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(25) JP 2009-521215 A 2009.6.4
ooooooao
Eiﬁ%“/yﬂi'lb\ﬁgﬁymp’crix Refseq lﬁ'fﬁ%% Mtlnigene Cther i%iﬂﬁ
12 0-2'1D Access. l Access.  (Genbank (ER
Access. JIEEF)
PCDHGC3  |205717_x 8t {NM_OU2588, |protocadherin 1 47 773~ |F1s.368160 | NM 002588 | 1.2
NM 032402, |3
NM_ 032403 |
AVEN 219366 a2t |NM_020371 ;n“%li—vx,hx:\”—t"iﬁwtﬂﬂ Hs.555966 | NM_020371 (1.1
) .
[m=]
HMGB2 208808 s at |[NM 002129 |SIEEMEEELVIA2 Es.434953  BCOGOW3  |0.76
CDC2 203214 x st [NM_001786, [$ERASTRBEIA2G1M0S  [Hs334562 |NM 001786 |0.72
NM 033379 |BEUG2HNLM
RIFT 214700 x at [NM 018151 |RAPTHREEFREL) (B 5536537 AK003Z3  |0.54
TCF7L2 216511 s_at (NM_030756 |$5E BT 7Hk2(THERETSE [Hs.S01080 AJ270770 |08 |
_ AL HMG=H "2 A) ! '
KIFI1 204444 _at  [NM_ 004523 (F4407738-Aun'-11 Hs.8878 imqwo(]qszg 0.68
TTCIL9 217964_at  |[NM_017775 |ThIMANTFN RN MY | Hs.462316 ‘NM_O]’I??S 0.67
19
MDS032 221706 s o |NM_018467 BMABEQENLE /BIEE ws 16187 |BCOOGO0S |1.2
'1 {9 PEMDSD32 ‘
PSMA3 201532 at | NM 002788, |7077% L(7O¥LIIOAS |Hs531089 |NM_002788 |0.76
NM 152132 DY aZubk o #4473
PDGFA 1205463 s at 1/ 4R R R IAE I F o ) s 376032, [ NM_002607 (1.3
A7 Fh Hs.521331
GTF2H2 1221540 x at |NM_001515 | BARIBERFIHFJATF [He 191356, | AF078847  |0.86
| ~'2,44kDa Hs.398318 ]
CXCLI3 |205242 at  |NM 006419 TERAU(C-X-CEF-2MN"Y 1Hs.100431 NMwoos-o,;TTms
b 13(B— R FEES I ED
FOXMI 202580_x_at |NM 021953, |forkhead® v7AMI Hs239 | NM 021953 |0.7
NM_202002, ‘
NM_202003
YARS 212048 s at |[NM_003680 |FOVIL-tRNAS RLBER Hs213264 | AW245400 | 0.87
SEST-1 220180_at  {NM_025214 |colled—coil M EHE8  [Hs 120700 [NM_u25212 |0.77
CLCA4  |220026_at |NM_012128 |#AYbFyoal AU ILGETE |Hs546343 |NM 012128 |0.64
i b 2731 -Aw -4
MCAM '211340_s_at |NM 006500 A3/-ViERAEEE ST Hs.511397 | M28882 12
PBXIPL 2141775 at |NM 020524 pre-B- I M7A%a 5 & |Ha 505806 |Al93S162 |12
! FHEINIE
\ S
PPMID 12(}4566__at NM 003620 |3vNIRERAIFI-1 1D Hs.286073 |NM_003620 | 0.88
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(26) JP 2009-521215 A 2009.6.4

goooogao

SEETFIUE Affymetrix | Refseq BInT4 Unigene .ﬁ\z)ther R|L
70-71D Access. Access. 'Genbank |[(B%
Access. /IEE )

I h-EEE S 7Y

-4
FLI22471 218175_al  |NM_025140 [NA Hs.114111 |NM 025140 |1.2
ZBTB2 205383 s at |[NM 015642 |EEFR7(0 - $HKUBTBMNA |Hs.122417 |NM_015642 | 1.4
18820 \ |
RRM2 1209773 s at |NM_001034 L#j:'ﬂ?g:ﬁ'ﬂ'bﬁ’w—t'mz Hs.226390 | BCO01885 |0.69 |
i IJA‘ 7 ?‘-F H
i [ |

gooocooao



27) JP 2009-521215 A 2009.
oooooo
RINZH ML D22BEFDRB LB T SR BRE T T v-0-
BIEFYUR L | Affymetrix  |Refseq BinF% Unigene Genbank REE
70-7'ID Access. Access.  'Access. (BE
| /B
CCLS 1405 iat,  {NM 002085 (YEA{MC-CTFDUAUNS |nssidsal |Mzl12l,  l0go |
204655 _at NM_002985
SERS10 200893 at  |NM_004593 [R7 VLI EFTIEZY  [He533122 |NM 004593 |0.06
/A FI0(bFYAI4-T-2 -
REQY 3% 3N T)
HLAE  |200904 al | NM 005516 %Eﬁﬂ#ﬁﬁéﬁ%ﬁ%m | Hs381008 | X56841 i
3ALE
K-ALPHA-1 201090 x at |NM 006082 |oFa-7"v F5.524390 | NM_ 006082 | 0.87
PSMAS 201274 at  |NM_002790 (7077 Y=L 0% L TION'M2) | Hs.485246 |NM 002790 |0.95
‘ H71-yb, 347 5 '
TOP2A 201292 at | NM_001067 |FR'{Yr5-t (ONAL o Hs.156346 | AL561834  |0.77 |
170kDa
EBNAIRP?  [201323_at  |NM_ 005824 [(EBNAIES RN IH2 Tis. 346868 | NM_006824 {0.98
SNRIC 201342 st |NM_003093 [$ZPHE S FUR XIVAZ AT |H51063  |NM_003093 |1
ERJATFIC
UBE?L6 201649 at  |NM_004223, 1t'3F08&BHEWS HsA25777 |NM_004223 [0.75
NM_198183
LAPTMS 201720 s at |NM_006762 'Jyggﬁaﬁmﬂnvﬁi#y Hs.371021 : AI589086 | 0.89
N 5
CYSL 202087_s al |NM_001912, |A77 YUl Hs.418123 NM 001912 [0.97
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(28)

JP 2009-521215 A 2009.6.4

goooogao

oooooao
ﬁff%"/??F«fL\A\ffymwetrix Refseq EHiInF& Unigene iGenbank |RIRE
70-71D Access. \ Access. |Access. (B3
| | /3R
| |
\
NM_145018
EBpl 1202269 x at INM_002053 |7 7-L-MESIAIEAY fHs62661, |BCO02666 | 0.69
‘ ‘ 4-JIRVEEFEE.67kDa Hs. 443527
 TNTAIP2 '202510 s at |NM 006791 |EBEFRRT o -HRME 05525607 [NM 006291 |09
i Aun g2
|coNp2 202705_at  |NM_002701 |45 /B2 Hs.194698 |NM_004701 |0.83
‘GBP2 1202748 _at ‘NM_OOA!ZO TToL-MEE N IE240  Hs 386567 |NM 004120 {0.87
; | §-710siE R
!cnczn 202870 s_at |NM_001255 |CDC20#ERI S HARA20 1524947 [NM 001255 |0.78
[ : HEDY(S.cerevisiae)
1} S SV : NUU U SN —
'HATI 203138 at | NM 0010330 [EAMVFEFANTUATIT T |Hs470611 |NM_003642 {0.95
| \ |85,NM_00364
2
|SPAGS 203145  NM_oo6s61 |FETRIERRS Hs.514033 | M 006461 |0.87
RECS *203209_&1 NM 7370, |BRERETFCGEMEIERI)S, tus 500080 [BCODISEs  [0.79
NM 181578 |36.5kDa
MYCBI 203360 s al |NM 012333 |e-mycfa&niE 370040 | 150692 1
BUBIB 203755 at | NM_001211 NTAY - IREDY B 12 [ He.36708 | NM_001211 Egs
‘ LU FFIH A0
| BUBI(®f)
SLA 263761_at  |NM 006748 [Srcdk7H 774~ Hs.75367 s
VRK! 203856_at  |NM_003384 (77U =TRIEL -1 Hs.422662 |NM 003384 {0.72
PIK3CD 203879 at  |NM_00s026 [RARA/WFE-3-F7-4, Hs.518451 |U86453 0.99
AEE, 5 K UATFH
HLADMB  |203932 at |NM_002118 (T EMEESEESH, |Hs1l62  [NM 002118 |0.82
43 A1.DM A
TRIP13 204033 at | NM 004237 ;F;‘#ﬂsﬁsiwb{bﬁﬁﬁw‘zﬁ Hs.436187 |NM 004237 |0.78
RARRES?  |204070_at | NM 004585 |LF/{VASEUELARLY - |Hs17466 |NM 004585 [096 |
AtorsaERM3
CK32 204170 s_at | NM_001827 g?ﬂczsﬁﬂbﬁ—t“ﬁlﬁﬁﬂ Hs.83758 |NM 041827 (0.8
1=y
APOBEC3G  [204205_at | NM 021822 |TRUK 40 BB mRNAMR |Hs 474553 |NM 021822 074
‘ SERER BRAEYERA T T KR
, \ 3G |
 PsMBo 204279 at  |NM_D02800, |7 OT7Y-A(ZDHARIAAS |Hs3BI0S1 | NM_002800 |0.63
i NM 148954 |3H71Zuk B 347 9(BX
| BE BN T D)
h"-USIPl 204299 _at @54016 Fysértfﬁaun“oﬁ(tuwm Hs3530 | NM 021993 09 |
; 2N
| SELL c204563_at NM_000655  [ELIF/LU AR Hs.§2848  NM_000655 10.88
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(29) JP 2009-521215 A 2009.6.4
oooooo
\151’3*?"//1’ L | Affymetrix  |Refseq HIEFE Unigene ‘Genbank e T
:2°'0-7'1D Access. Access. jAccess. (ER
I i \ r/gpﬁ%)
|EESFD
NKKI 204602_at  [NM_012242  |dickkopfHFEAY Hs5.40499 [NM 012242 [0.95
(Xenopus Laevis)
KIF23 204709 5 at |NM_004836, |FH#¥07730-A0n-23 Hs.270845 | NM_ 004556 |0.9
NM_13835355
TTK 204822 gt |NM_003318 TTKI AT U414 Hs.169840 |NM_003318 {0.8
ECGF1 204858 sai NM_001953 [P RIS RE R T 1 Hs.546251 {NM 001953 [0.85
(s AR )
LCP2 205269 at, |NM_D0s565 WUunTKHASEILANIE2  |Hs304475 |AL23251N |0.91
205270 s at (76kDadSH2F MU EER M 005563
‘ MERGNSE)
BINZAZ 205298 5 at |NM 006995, {7 F074\)u%777731-2, Ts.373938 | W3R757 0.94
NM_181531 | A/N-A2
BMPS5 205431 s_at | NM_021073 BRRINTES H3296648 | NM_ 021073 0.9
GZMA 205488 at | NM 006144 |7 50 ALAG 74 4L M |Hs.90708 |NM 006134 |0.68
1 ABFET o R~ Eﬂﬁ‘t'h
ILAT75-+'3)
SMITRF2 205596 s at |NM 022739 | SMADBRRBIEIICFFU8Y 1515011 |AY014180 |3
NUBEIN -2
CIBA 205758 at  |NM 001768, |COBARL kK UNTFN [1igszs8 | Aw00a735 |0.78
NM_ 171827 |(p32}
cn2 205831_at  |NM 001767 |CD2iu/R(p50).tY Y FRIMER | Hs.523500 ‘NMmoonm 0.87
ZER
JAK2 205842 s at |NM_004972 k’ii%ﬂ")’a 208N THFOY | Hs 434374 |AFOO1362 1 0.86
k¥4
\UBD 205800 st |NM 006398 |1EFFUD Hs 44532 | NM_006398 |0.41
| ADHIC 206262 at  |NM 000669 TAI-LAEKREFIC He2523 NM_000G69 |0.33
‘ (U320, y RUATFR
ATM? 206513 _at  |NM_004833 |A3/-V2IZAFA 115281898 |NM 004833 |0.91
i 206664 at  |NM_001041 AY5—t —4Y¥NA-t T~ N [1is 420506 | NM_ 001041 |0.39
| vy -t '
)NATz ‘206797_”& NM_ 000015 |N-PEFLMIUAI17-€2(7  |Hs2 !NM 000015 |0.82
Y-RAFIUN-FEFIIIVRIL
§P110 20R012_x at |[NM 004509, |SP 1108/ MEIUNIE Hs.145150 |NM_004509 [0.95
NM_004510, .
NM 080424
PRDX1 208680 at  |NM_002574, [N AAFULM L1 Hs.180000 |1.15184 1
NM_181696, _e
NM_181697
PSMAS 208805 at  |NM_002791 |7 OT7Y-L(TOHARYONA [Hs446260 [BC002979 | 0.87
Az, 2476
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(30)

JP 2009-521215 A 2009.6.4

BIEFuR Affymetrlx
7'0-7'1D

Refseq
Access.

EEFR

Unigene
V&ccess.

Genbank
Access.

FRIR=
/3ERRE)

|

1208966 x at

|

IFI16

NM_003531

{29-7100, y SEHBEEINY
&6

Hs.3B0250

AF208043

PPIC 208995 s at

NM_004792

NTES LTI A5t G
(a7 G)

Hs.470542

| U40763
I

0.58

KiFz2C 200408 _at,

211519 5 at

NM_006845

F400773N)-Aun-20

Hs.69360

i U63743,

AY(26305

0.75

| APOL1 209546_s at

NM_003661,
NM_ 145343,
NM_145344

FRUVE SN GE L

Hs.114309

AF323540

0.9%

CDT4 209619 at

(209709 5 at

NM 0010251
58,NM 00102
S150,NM_004
355

COT4E X ERmEATE
BEEOELER AT T
N 55 AN BB

Hs.436568

KO01144

.76

NM_012484,
NM_012485

CDEN3 200714 5 o

NM_ 005192

BURB3 209974_s_at

NM_0010077
93, NM_00472
5

E7 OB B R AR
(RHAMM)

Hs. 72550

29343

0.84

D) ARGIER -1 rsﬂ%:ﬁu

3(COK2-PRE_EHERE
RAZ74-1)

Hs.84113

AF213033

0.71

A A - L3EEDY I R
U FAHTHIE AL BUB
AER)

Hs.418533

SOCS! 210001_s at

NM_003745

WA b DA FIAEIE
Loott—

10%7

Hs.50640

; ABNO5043

AF047473

0.84

0.93

210031 at

ahiz

NM_000734,
NM_198053

CD3ZInE. & KA 7 FF
(TIT3E S &)

Hs.156445

J04132

0.87 "

lcacyse 2106915 at

NM_0010072
14,NM_01441
2

I INAE S S IR

Hs.508524

AF275803

0.97

HLA-DRA 210982 s at

NM 019111

FEREESIEHESE
93A1DR o

Hs.520048

MG0333

0.74

NEX2 211080 s at

NM 002497

NIMA(H % 53 ZhB1a T2
[ZIXAILEES -2

Hs.153704

723425

0.77

NF2 211091 5 at

NM_000268,
NM 016418,
NM_181825,
NM_181826,
NM_ 181827,
NM_ 181828,
NM_ 181829,
NM_181830,
NM_181831,
NM_ 181832,
NM_(81833,
NM 181834,
NM_181835

=1-A7247 0iv2(E AT EE
THIEAE)

Hs.187898

0.96

(211795 s ot
I

NM_001465,

NM_199335

FYN# &4/ 98 (FYB-
120/130)

'Hs 370503

AF1980352

0.83
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(31) JP 2009-521215 A 2009.6.4
O0Do0o0oo
EE?“/)*JJHAﬁymptrix Refseq BIEFE Tﬁnigene Genbank |SEIRE
17 0-7'1D Access. Access. lAccess. (BH
i JIEEEE)
HLA-DPA]  [201991 s at [NM_033554 |TESEESERMEAE 17 gs3am270 IM27487 075
AIDP a1
PTPRC 212587 5 ut, | NM 002838, (SunYEFALVEAZ79-1 . |He 192030 iAISOE_;ui],Y 0.77
212588 at  |NM 080921, |RBEEKR(7C 00062
NM_ 080922,
NM_0R0923 |
gP3 213168_at  [NM 0010173 |Sp3iaBEF 1.531587 |AU145005 | 0.98
71,NM_00311 \
1
YTGAL 215475 s at }iﬁ;oozzog 10790, o LULECDTIA |Hs174103 [Aco02310 |0.85
(p180).)n BRI SERRE
[R1 a®YATTE)
i RAC2 213603 s at |NM 002872 |rasBEEC3F WYAAMFLYE 115517601 [BE138888 | 0.92
a B20rho?73- BT FE
GTPEE& 4N ) ERac2)
IDNAZL (213647 at DNA2DNAREBIAUA-E28% |He532446 |D42046 |0.87
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WARS, EIF4E, PRDX3, TK1, GMI'B, DLGAPA,
TYMS, LMAN], ARF6, FAS, CHEK!, NDUFAD,
SLC25A11, WHSC1, CA2, ME2, CXCL11, IFT20,
SLC4A4, RBM25, hCAP-D3, CDC42BPA,
FLI13220, HNRPD, STAT]

88%

0%

88%

20%

85%

86%

WARS, EPASI, EIF4E, PRDX3, PSME2, TK],
GMFB, DLGAP4, TYMS, DCK, CDC40, CXCL9,

ICXCL10, CIQBP, NDUFAS, SLC25A11, WHSC],

ME2Z, TLK1, REM25, BRRN1, FAS, BRIPL,
TEMTS, KLHL24 STATI

T

86%

B5%

79%

T1%

T9%

HNRPD, WARS, PRDX3, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, TES, CDC40, IRFS,
CXCLI10, FAS, CHEK1, KITLG, WHSCI1, CA?2,

"|ME2, TLR 1, RBM25, AK2, NUP210, ATP5AI,

ERIPI, STAT1

9%

79%

8§5%

83%

77%%

79%

10

HNRFPD, EPAS), EIF4E, PRDX3, DLGAP4, TES,
CTSS, DCK, CXCL9, CXCLI10, FAS, PLK4,
HNRPA3P1, SLC25A11, C1QBP, C170rf25, CAZ,
ME2, RBM25, AK2, SECI0L1, FLF13220,
TRMTS, STAT1

85%

7%

85%

79%

7%

72%

11

HNRPD, WARS, EIF4E, PRDX3, PSME2, GRP1,
GMFB, DLGAP4, TYMS, TES, RABIF, CXCL10,
CI1QBP, NDUFAS, SLC35A11, C170rf25, ME2,
FUT4, CXCL11, RBM25, AK2, hCAP-D3, FAS,
AGPATS, SEC10L1, PRK, STATI

|85%

83%

2%

T6%

85%

6%

12

HNRI'D, MTHFD2, PSME2, GMFB, DLGAP4,
TYMS, DCK, TRF3, NDUFA9, SLC25A11,
Cl7orf25, CAZ, ME2, CXCL11, GZMB, RBM25,
NUP210, SOCS6, DDAH2, FAS, RBBP4,
MARCHS, SECI0L1, KLHIL24, STATI

88%

9%

92%

69%

2%

83%

13

WARS, EPASI, STAT1, MTHFD2, MCMS,
GBP1, GMFB, DLGAP4, TYMS, ARF6, CXCL19,
FAS, RITLG, NDUFAY, CA2, ME2, GZMB,
CXCL11, RRM25, RBBP4, PBK, PSAT1, HNRPD

88%

90%

88%

76%

7%

69%

14

WARS, EPASI, ETF4E, PRDX3, PSME2, GBF1,
TK1, GMFR, TYMS, CXCL9, FAS, CHEK 1,

SLC25A11, NDUFAS, WHSC1, CA2, ME2, FUT4,
CXCL11, RBM25, CAMSAPIL], SFRS2, DDAH2,

AGPATS, HNRPD, BRIP1, ETNK1

85%

33%

92%

76%

92%

79%

15

SFRS2, EIF4E, PRDX3, MTHFD2, MCMS6, TK1,
GMFB, TYMS, TES, CTSS, ARF6, CXCLY,

RABIF, CXCL10, FAS, KITLG, SLC25A11, ME2,

21%

83%

81%

83%

T1%

9%

gooooao
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3NN

INN

IFT20, SLCAA4, CXCL11, RBM25, PSATI,
HNRPD, TRMTS, STATI

16

WARS, SFRSZ, EPASI, EIF4E, PRDX3, TYMS,
LMAN], CDC4(} CXCL9, CXCLIO PLK4,
CHEK1, SLC25A11, CIQBP, NDUFAS, ME2,
IFT20, SLC4A4, CXCL]I RBM25, DDAHZ, FAS,
HNRPT), BRIP1, STATI

92%

93%

1%

83%

81%

83%

17

WARS, EIF4F, GMFB, DLGAP4, TYMS, CTSs,
MADZLI SLC4A4, CXCL9 IRF8, CXCLID, FAS,
TRIM25, KPNBI1, SLC25A11, HNRPD, ME2,
CXCL11, RBMZS AK2, hCAP-D3, DDAHZ,
S]:.ClOLl ETNKI STATI

92%

90%

B5%

7%

76%

18

HNRPD, WARS, SFRS2, MTHED2, PSME2, TK1,,
GMFB, DLGAP4 ARF6, CXCL10, TRIM25,
NDUFA9 SLC25A11, WHSCI, ME2, CXCLll
TLK1, RBM25, CAMSAPILI, hCAP D3,
CDC42BPA, FAS, AGPATS, STAT1

81%

79%

85%

90%

G93%

19

HNRPD, WARS, SFRS2, STATI, EIF4E, PSME2,
TYMS, USP4, DCK, ARF6, CXCL9 RARTF,
CXCL10, CIQBP, SLC25A11, ME2, IFT20,
SLC4A4, CXCL11, RBM25, AK2, SOCSS, l*AS,
ETNK1

96%

86%

3%

76%

66%

20

| WARS, EPAS, EIF4E, PRDX3, MTHFDZ,

PSME2, GMFB, TES, ARF6, CXCL10, FAS,
KITLG, CIQBP, SLC25A11, C17erf25, MF2,
FUT4, CXCL11, RBM25, ATPSAI, FLY13220,
PSAT1, HNRPD, STAT!

7%

79%

73%

83%

81%

86%

21

WARS, PSME2, GMFB, DLGAP, USP4, ARFG,
CDCA0, CXCLY, IRFS, RABIF, CXCL10, PLK4,
KITLG, C1QBP, NDUFA9, SLC25A11, WHSC],
C170rf25, ME2, TLK 1, SLC4A4, RBM25, hCAP-
D3, SOCS6, FAS, AGPATS, SECI10L1, KLHL24,
STAT1

T7%

2%

85%

83%

85%

79%

22

WARS, MTHFDZ2, PSME2, GBP1, TK1, GMFB,
DLGAP4, CXCL9, CXCLI10, CHEKI, TRIM?25,
SLCI3A11, Cl70rf25, HNRPD, ME2, SLC4A4,
RBM25, AK2, BRRNI, FAS, DKFZp762E1312,
SEC10L1, PBK, TRMTS, STAT1

7%

79%

7%

76%

81%

T2%

23

HNRPD, WARS, STAT1, EIF4E, PRDX3,
DLGAP4, TYMS, ARF6, CXCL9, CXCL10, FAS,
HNRPA3P1, CIQBP, NDUFAS, SLC25A11,
WHSCI, ME2, CXCL11, RBM25, MARCHS,
SECI0LI, BRIPI

85%

83%

92%

o0%

85%

76%

24

WARS, PRDX3, PSME2, GMFB, DLGAP4,
CTSS, LMAN1, CXCL9, CXCL10, HNRPASP1,
SLC25A11, NDUFAS, Cl70rf25, ME2, FUT4,
SLC4A4, RBM25, AK2, FAS, MARCHS, PBE,
HNRPD, KLHI.24, ETNK1, STATI

85%

83%

T7%

69%

25

WARS, PRDX3, MTHFD2, PSME2, GMFR,
DLGAP4, TYMS, USP4, CDC40, CXCL9,
CXCL10, TRIM23, NDUFAY, CA2, ME2, TLX1,
CXCL11, SLCAA4, RBM25, AK2, ATPSAI,
S0CS6, DDAH2, FAS, MARCHS, PBK, STATI

81%

83%

7%

83%

§1%

81%

69%

2%

26

WARS, EIF4E, MTHFD2, PSME2, GMFR,
DLGAP4, TYMS, ARFS, CXCLI0, PLK4, CHEK,

HNRPA3P1, CIQBP, NDUFAS, SLC25A11,

81%

83%

2%

86%%

81%

79%
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SVM

3NN

WHSCL, CA2, ME2, CXCL]1, RBM25,
CAMSAPlLl FAS, SEC10L1L, FLJ]3220 STAT1

27

WARS, SFRS2, EIF4E, MTHFD2, PSME2, TKI,
TYMS, LMANI CDC40 CXCL10, CIQRP,

NDUFASY, KPNB! CA2, ME2, GZMB, TIKI, 85% 190%

SLC4A4, RBM25 ATP5AL, FAS, AGPATS,
SECIOL1, F1.J13220, HNRPD STATI

B5%

86%

8%

79%

28

HNRFD, WARS, EPAS1, MTHFD2, PSME2,
TE1, TYMS, CXCL9, CXCL.10, FAS TRIM2S,

KITLG, C1QBP, NDUFAY, CA2, ME2, CXCI. 11, 188% |86%

RBM25, AK2, BRRNI, FLJ'10534 SECI0L1, I‘BK,
ETNK1, STATI

R1%

86%

B1%4

T6%

29

EIF4E, PRDX3, PSME2, DLGAP4, CTSS,
CXCLs, GTSFI CXCLI10, FAS, PLE4, KITLG,

SLC25A11, CA2 ME2, GZMRB, CXCL11, RBM25, | 88% |86%

AKZ, AGPATS, MARCHS, FLI13220, PBK,
HNRPD, bTATl

88%

76%

T1%

69%

30

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, DLGAP4 TYMS, CTSS CDC40, CXCLQ

CXCL10, FAS, PLK4, NDUFA9, ME2, CXCLI1, |77% |79%

RBM25, AK2, BRRN] RBBP4, HNRPD,
KLHLZd, ETNKI1, STATI

81%

79%

5%

69%

31

WARS, SFRS2, EIF4E, MTHFD2, PSME?,
GMFB, DLGAP4, TYMS, ARF6, CDCA0, CXCLY,

TRIM2S5, SLC25A11, CA2, ME2, IFT20, CXCL11, [85% [83%

RBM25, BRRN1, CDC42BPA, FAS, AGPATS,
ELY 10534, I]NRPD, TRMT3S, STATI

92%

76%

92%

72%

32

HNRPD, WARS, SFRS2, EPAS], EIF4F,
MTHFD2, PSME2, GMFE, DLGAP4, TYMS,

CTSS, DCK, CXCL9, CXCL10, FAS, KITLG, 85% [79%

NDUFA9, ME2, CXCL11, RBM25, ATP5A],
PBK, ETNKI, STATI

T%

83%

TT%

72%

33

WARS, SFRS2, MTHFDZ2, PSMEZ2, MCMS,
GMFB, DLGAP4, TYMS, LMANI, CDC40,

SLC4A4, CXCLI10, FAS, CHEK ], SLC25A11, 73% |79%

CIQBP, WHSCI, Cl170rf25, CA2, ME2, RBM25,
S50CS6, AGPATS, HNRPD, STAT1

92%

90%

88%

79%

34

HNRPD, WARS, MTHFD2, PSMEZ2, GMFB,
DLGAP4, RABIF, CXCL10, TRIM25, KITI.G,

CIQBF, KPNBI, SLC25A11, WHSC1, ME2, 5% |86%

RBM25, CAMSAFIL1, BRRN1, CDCAZBPA,
FAS, AGPATS, SECI0L1, ETNK1, STAT!

92%

90%

81%

86%

35

HINRPD, WARS, SFRS2, SFPQ, MTHFD2,
DLGAP, TYMS, USP4, LMAN]1, ARF6, CDCAQ,

C1QBP, C170rf25, CA2, ME2, CXCL11, SLC4A4, |81% |83%

RBM25, AK2, ATP5A1, FAS, SECI0L],
FLI13220, ETNK 1, STATI

85%

79%

73%

7%

36

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4, LMAN1, ARF6,

MAD2L1, GTSE], CXCL10, FAS, KITLG, 8% |Bi%

SLC25A11, WHSC1, ME2, FUT4, IFT20, RBM?25,
AGPATS, HNRPD, STAT1

85%

90%

88%

90%

37

WARS, SFRS2, EIF4E, MTHFDZ, TK1, GMFR,
DLGAP4, TYMS, LMANI, CXCJI.10, CHEK]1,
HNRPA3F], CIQBP, NDUFA$, SLC25A11, ME2,
CXCLI1, RBM25, BREN!, CDC42BPA, FAS,

73% 1 79%

92%

83%

B5%
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SVM

| SECIOLI, PSATI, HNRPD, KLHIL.24, STAT1

INN

=

38

WA_RS EFPAS], EIF4E, PRDX3, MTHFD2,
GMEFB, DLGAP4 TYMSE, CTSS, LMANI, DCK
CDCA0, RABIF, CXCL10, HNRPA3P1, CI1QRP,
C17orf25, ME2, CXCLI1, TLKI, RBM25 FAS,
FLJ13220, HNRPD, KLHL24 STATI

85% [86%

77%

90%

85%

50%

39

WARS, SFRS2, EIF4E, PRDX3, MTHFD?2,
GMFR, DLGAP4 TYMS, CTSS, SLC4A4,
CXCL10, SLC25A11, C170rf25, HNRPD, ME2,
CXCLI1, RBEM25, AKZ CDC42BPA, FAS,
AGPATS, SEC]OLI, TRMTS, STAT!

88% |83%

88%

79%

85%

72%

40

SFRS2, EIF4E, PRDX3, PSME?, GMFB,

DLGAP4, TYMS, CXCLS9, IRFS, RARETF,
CXCL1D, FAS, TRIM25, SLC25A11, NDUFAS,
ME2, CXCL11, RBM25, AGPATS, FLI13220,
HNRPD, BRIP1, ETNK 1, STATI

85% |93%

88%

83%

81%

9%

a1

HNRFD, WARS, EIF4E, PRDX3, TX1, DLGAP4,
TYMS, CDC40, CXCL9, GTSEL, CXCL10D, FAS,
KITLG, SLC25A11, NDUFAS, ME2, IFT20,
SLC4A1, RBM25, NUP210, BAZ1A, SECIO0LI,
TRMTS, KLHIL24, STAT!

B5% 183%

96%

79%

92%

12%

42

WARS, SFRS2, EIF4E, PRDX3, PSME2,
DLGAP4, TYMS, CTSS, CXCL9, IRF8, CXCL10,
FAS, C1QBFP, NDUFA9, KPNB1, SLC25A11,
ME2, SLC4A4, RBM25, SO0CS6, MARCHS,
SECI0L1, HNRPD, BRIP1, STATI

81% |79%

85%

83%

92%

69%

43

WARS, EPAS], PRDX3, PSME2, TK1, GMFER,
DLGAP4, TYMS, CTSS, CDC40, CXCL9,
CXCL10, SLC25A11, CIQBP, WHSCI1, ME2,
GZMB, RBM25, SFRS2, FAS, AGPATS,
SECI0L1, PSATI, KLHL24, ETNKI1, STATI

T | 83%

88%

62%

92%

T2%

WARS, PSME2, GMFB, DLGAP4, TYMS,
CDCAO, CXCL10, FAS, PLK4, C1QBP, NDUFAS9,
SLC25A11, CA2, MB2, CXCL11, IFT20, TLKI,
RBM25, NUP210, BAZ1A, MARCHS, PSATI,
TRMTS, STATI

85% ;86%

96%

5%

81%

83%

45

WARS, PRDX3, MTHFD2, PSMEZ, TYMS,
CXCLI10, FAS, CHEK1, TRIM25, C1QBP,
NDUFAS, C170rf25, CA2, ME2, CXCL11, IFT20,
RBRBP4, RBM25, AK2, CDC42BPA, AGPATS,
DKFZp762E1312, HNRPD, STATI

88% |90%

85%

79%

88%

66%

WARS, SFRS2, EIF4E, SFFQ, PRDX3, MTHFDZ,
PSMEZ, DLGAP4, TYMS, USP4, CDCAQ,
CXCL10, FAS, HNRPA3PI, KITLG, NDUFAS,
KPNB1, SLC25A11, WHSCI, CA2, ME2,
CXCL!1, SLC4A4, RBM25, hCAP-D3, BRRN],
CDCA42BPA, AGPATS, MARCHS, SECI0L,
FLJ13220, BRIP1, ETNK1, STATI

81% |79%

81%

79%

TT%

72%

47

HNRPD, WARS, EIF4E, PRDX3, MTHFDZ,
PSME2, GMFB, DLGAP4, TYMS, CTSS,
MADZLI, CDCA40, CXCL9, CXCL14, KITLG,
NDUFAS, SLC25A11, WHSC1, C170rf25, CA2,
ME2, SLC4A4, CXCL11, RBM25, AK2, ATP5AL,
CDCA2BPA, FAS, BAZIA, AGPATS, SEC10L],
BRIP1, TRMTS, STAT1

B1% |83%

88%

86%

88%

6%

48

| WARS, EIF4E, SFP(}, PRDX3, MTHFD2,

7% |83%

1%

79%

73%

69% |
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PSMEZ2, GMFB, DLGAP4, TYMS, USP4, ARF6,
CXCL9 CXCL10, FAS, HNRPASP] ClQBP
NDUFAY, KPNR1, SLC25A11, ME2, CXCL11,
1FT20, TLKI RBM25, RBBP4 AGPATS,
MARCHS, SECI0L1, PBK, PSAT], HNRPD,
BRIP1, STAT]
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3NN

49

HNRPD, WARS, SFRS2, EIF4E, SFPQ, PRDX],
MTHFD2, PSME2, TK1, GMFB, DLGAPA4,
TYMS, TES, DCK, ARFS, CXCL9, CXCL10,
HNRPA3P1, C1QBP, NDUFA9, SLC25A11, ME2,
CXCL!L, IFT20, TLK1, RBM25, AK2, hCAP-D3,
ATP5A1, FAS, MARCHS, KLHL24, STATI

7%

83%

1%

79%

81%

83%

50

WARS, STATI, EIF4E, SFPQ, PRDX3, MTHFD2,
TK1, GMFB, DLGAP4, TYMS, CTSS, CXCLS9,
IRF§, CXCL10, PLK4, TRIM25, CIQBP,
NDUFAS, SL.C25A11, Cl170rf25, ME2, SLC4A4,
AK2, CAMSAPIL], FAS, BAZIA, MARCHS,
FLJ13220, PBK, BRIP1, KLHL24, ETNKI

81%

7%

85%

83%

1%

66%

3l

HNRPD, WARS, EIF4E, PRDX3, MTHFDZ,
GMFB, DL.GAP4, TYMS, TES, ARF6, CXCL9,
CX.CL10, TRIM25, SLC25A11, NDUFAS,
WHSCI, CA2, ME2, SLC4A4, CXCL11, RBMZ5,
hCAP-D3, ATP5A1, FAS, REBP4, SECI0L1,
FLI13220, PBK, BRIP1, KLHL.24, ETNKI, STATI1

%

79%

85%

79%

85%

2%

52

(PSME2, GBP1, GMFB, DLGAP4, TYMS, DCK,

WARS, EPAS1, STAT], EIF4E, MTHFD2,

CDC44, CXCL, CXCLI0, FAS, HNRPA3PI,
S1.C25A11, C1QBF, ME2, FUT4, CXCLI1,
SLC4A4, RBM25, AKZ, CAMSAPILI, SFRS2,
DDAH2, RBRP4, AGPATS, FLI10534,
DKFZp762E1312, PSATI, HNRPD

TT%

83%

£1%

86%

69%

76%

53

HNRPD, WARS, SFRS2, SFPQ, PRDX3,
MTHFD?2, PSME2, GMFB, DLGAP4, TYMS,
LMANI, CDC40, CXCL9, GTSEL FAS,
HNRPA3P1, SLC25A11, NDUFAY, KPNB!, CA2,
ME2, CXCL11, SLC4A4, REM25, BRRN1,
CDC42BPA, RBBP4, BAZIA, SEC10L1, BRIPI,
KLHL24, STAT1

88%

3%

2%

79%

92%

2%

54

| HNRPD, WARS, EPASI, PAICS, EIF4E, PRDX3

MTHFD2, PSME2, MCM6, GMFB, DLGAP4,
TYMS, USP4, LMANI, MADZL1, CDCA0,
SLCAA4, CXCL9, CXCL10, FAS, KITLG, CIQBP,
SLC25A11, ME2, CXCL11, RBM2S5, AK2,
CDC42BPA, SFRS2, SEC10L1, STATL

T7%

9%

B5%

83%

85%

79%

WARS, EPAS1, STATI, EIF4E, SFPQ, MTHFD2,
PSMEZ, TK1, GMFB, DLGAD4, TYMS, TES,
CXCL9, IRFB, CXCL10, FAS, NDUFA9,
C170rf25, CA2, HNRPD, ME2, CXCL11, [FT20,
RBM2S5, CDC42BPA, FLJ10534, SEC10L1, PBE,
BRIPL, TRMTS

88%

50%

88%

6%

88%

9%

56

SFRS2, PAICS, EIF4E, PRDX3, MTHFD?2,
PSME2, GMFB, DLGAP4, TYMS, TES, LMANI,
SLC4A4, CXCL9, CXCL1Q, FAS, PLK4, TRIM?2S,
SLC25A11, NDUFA9, WIISC], Cl7orf25, ME2,
FUT4, CXCL11, IFT20, RBM25, ATP5AL,

| KLHI.24, STAT1

CDC42BPA, FLI10534, SEC101.1, HNRFD,

85%

1 79%

85%

79%

81%

R6%
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SFRE2, PAICS, EIF4E, SFPQ, PRDX3, MTHFD2,
PSME2, MCM6, GMFB, DLGAP4, TYMS, CTSS,
LMANI SLC4A4, CXCLDY, IRFS, CXCL](}
TRIM2S5, NDUFA9, Cl?orﬂS CA2, HNRPD,
ME2, CXCL11, IFT20, RBM25 AKZ ATP5A1
FAS, PBK, BRIP1, TRMT3, ETNKI, STATI

[ SVM

INN

INN

B1%

B6%

85% |79%

8%

83%

58

HNRPD, WARS, SFRS2, STATI, EITAL,
MTHFD2, PSME2, DLGAP4, TYMS, DCK,
CDC4D, CXCLS, IRF8, CXCL10, PLKA,
SLC25A11, NDUFAY, KPNB1, WHSC],
Cl7ori25, CA2, MEZ, NUP210, SOCS6,
CDC428PA, FAS, AGPATS, SEC10L.], FLJ13220,
BRIP!, KLHL24, ETNK1

81%

6%

92% 179%

88%

2%

59

WARS, SFRS2, MTHFDZ, PSME2, GMFB,
DLGAP4, TYMS, CDC40, CXCL9, GTSEI,
CXCL10, FAS, PLK4, TRIM2S, SLC25A11,
C1QBP, NDUFA9, KPNB1, WHSC1, C17orf25,
CA2, ME2, CXCL11, TLK1, RBM25, BRRNI,
AGPATS, MARCHS, HNRPD, BRIP1, TRMTS,
KLHL24, STAT1

60

81%

7%

88% |86%

B5%

33%

- HNRPD, WARS, SFRS2, EIF4E, SFPQ,

MTHFD2, PSME2, MCMS, TK |, GMFB,
DLGAP4, TYMS, LMANI, CDC40, CXCL9,
CXCL10, FAS, CHEK1, CIQBP, NDUFAS,
SLC25A11, WHSC1, ME2, TLK 1, CXCLI1,
RBM2S, CIDCAZBPA, AGPATS, FLI10534,
FLJ13220, PSATI, STAT!

9%

9%

7% |B6%

6%%

61

WARS, EPAST, EIF4E, MTHFD2, PSMEZ,
GMFB, DLGAP4, TYMS, TES, LMAN1, ARFS,
CDCA0, CXCLY, CXCL10, FAS, PLK4, TRIM25,

CIQBP, C170ri25, CA2, ME2, CXCL11, SLC4A4,

RBM25, AK2, ATP5AI, CDCAZBPA, AGPATS,
FLJ10534, DKFZp762E1312, SEC10L1, PBK,
PSATI, STATI

TI%

33%

85% {72%

85%

76%

6%

62

HNRPD, WARS, STATI, EJFAL, SFPQ, PSME2,
TK1, GMFB, DLGAP4, TYMS, TES, CXCL9,
GTSE], CXCL10, FAS, CHEKI, CIQBP,
NDUFAY, SLC25A11, WHSC1, C170rf25, CAZ,
ME2, CXCL11, SL.C4A4, RBM25, CDC42BPA,
DDAH2, AGPATS, FLJ13220, PRK, TRMTS,
KLFIL24, ETNKI

85%

T6%

88% |B3%

7%

&3

WARS, E[F4E, PRDX3, PSME2, TK1, GMFB,
DLGAP4, TYMS, USP4, DCK, MAD2L.1,

CXCL10, TRIM25, CLQBP, NDUFAS, SLC25A11,

C17orf25, HNRFD, ME2, CXCLI}, IFT20,
REBP4, TLK1, SLC4A4, RBM25, AK2,

CAMSAPILI, 3OCS6, FAS, FLT10534, FLY13220,

PBK, BRIP?, ETNKI, STATI

81%

83%

65% |B3%

73%

72%

64

WARS, SFRS2, EIF4E, SFPQ, PRDX3, MTHFD2,

PSME2, TK1, GMFB, DLGAP4, TYMS, LMAN],
CXCLY, JREB, RABIF, CXCL10, CHEK ],
NDUFAS, ME2, FUT4, CXCL11, SLC4A4,
RBM2S, AK2, CAMSAP1L1, FAS, REEP4,
MARCHS, SEC10L1, FBK, PSAT1, HNRPD,
TRMTS, KLHL24, STATI

69%

T9%

73% |83%

85%

83%

65

HNRPD, WARS, SFPQ, MTHED?Z, PSME2,

GMF3, DLGAP4, CTSS, LMAN1, ARF6, CDCA40,

85%

2%

88% {79%

7%

2%

goooogao
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3VM

SLC4A4, CXCL9, CXCL10, FAS, CHEK1,
KITLG, CIQBP, NDUFAY, SLC25A11, WHSCI,
ME2, FUT4, GZMB, IFT20, RBM25,
CAMSAPlLl BAZIA, AGPATS, SECI0L1, PBK,
KILHI 24, ETNKI STAT1

66

3NN

INN

IINRPD, WARS, SFRS2, STAT1, PRDX3,
M'I'I-[FD2 PSME2, GMFB, DLGA.P4 TYMS,
LMANT, ARF6 lRFS RAB]F CXCL10, PLE4,
HNRPASPI SLC25A11, C1QBP, CAZ, ME2,
GZMB, CXCL11, RBM25, NUP219, ATPSAI
DDAH?2, FAS, PSATI, BRIP1, TRMTS, KLHI 24,
ETNKI

B1% |76%

96%

69%

81%

66%

67

WARS, EPAS1, STATI, EIF4E, SFPQ, PSMEZ,
GMFE, DLGAP4, TYMS CTS8, DCK, SLC4A4
CXCIL9, CXCLID, C1QBP, NDUFAS, SLC23A1tL,
Cl7ori25, CA2, ME2, FUT4, CXCL11, RBM25,
AK2, NUPZ10, CAMSAPILI FAS, AGPATS
FLI13220, PBK, HNRPD, ETNK1

TI% |83%

92%

79%

T7%

69%

68

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, GMFB, TYMS, TES, CDC40, SLC4A4,
CXCL9, CXCL10, PLK4, HNRPA3P], SLC25A11,
CI1QBP, N'DUI-AQ Ci7orf25, CA2, ME2,
CXCLI1, RBM25, NUP210, hCAP-D3 80Cs6,
FAS, SECIOL] » PBE, TRMTS, KLHT.24, STAT]

7% | 76%

88%

79%

92%

79%

69

HNRPD, WARS, EIF4E, PRDX3, MTHFDZ,
PSME2, GBP1, GMFB, DLGAP4, TYMS, TES,
CTSS, CXCL9, CXCLIO, FAS, CHEKI, CIQR?,
NDUFAS9, SLC25A11, CAZ, ME2, GZMB, TLK1,
CXCL11, RBM25, BRRN1, MARCHS, FLJ13220,
PBK, TRMTS5, KLHL24, ETNK1, STAT1

Bl% |83%

92%

2%

1%

9%

70

HNRPD, WARS, SFRS2, EPAS!, FIF4E,
MTHFD2, PSME2, TK1, GMFB, DLGAP4, USP4,
TES, LMAN], CDC40, CXCL9, IRFS, CXCLIO,
KITL.G, NDUFAY, SLC25A11, WHSC1, CAZ,
ME2, CXCL11, RBM25, AK2, CAMSAPILI,
FAS, SECI0LI, PBK, BRIP1, TRMTS, STATI1

81% |79%

85%

83%

85%

79%

71

HNRPD, WARS, PAICS, EIF4E, MTHFDZ,
PSME2, GMFB, DLGAP4, TYMS, USP4, TES,
CXCL9, CXCLI0, FAS, TRIM25, C1QRP,
SLC25A11, C170rf25, CA2, ME2, CXCL11,
IFT20, RBBP4, RBM25, AK2, hCAP-D3, ATP5AI,
BAZ1A, PBK, BRIP1, KLII.24, BTNK1, STATI

85% |86%

$8%

T6%

81%

T2%

1 TRMTS, STATI

WARS, SFRS2, EIF4E, PRDX3, MTHEDZ,
PSME2, MCM6, GMFB, TYMS, USP4, CXCLS9,
GTSEL, RABIF, CXCL10, FAS, PLK4, CHEKI,
SLC25A11, C1QBP, NDUFAS, C170rf25, CA2,
ME2, FUT4, IFT20, RBBP4, SLC4Ad, CXCL11,
RBM25, hCAP-D3, FLI10534, MARCHS, [INRPD,

81% [83%

85%

86%

38%

83%

73

HNRPD, WARS, EIF4E, PRDX3, PSME2, TK],
DLGAP4, TYMS, CTSS, LMAN{, ARF6, CXCLS,
CXCL10, CHEK]1, TRIM25, NDUFA9, KPNB1,

SLC25A11, WHSCI, ME2, SLC4A4, RBM2S, 73% |79%

AKZ, SFRS2, DDAH2, FAS, FLI10534, MARCIIS,
FLI13220, BRIP1, TRMT3, KLHL24, ETNK],
STAT1

21%

74

WARS, SFRS2, EIF4E, MTHED?2, PSME2, 92% [86%

7%

T1%

T6%

81%

83%

88%

76% |
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=

SVM

INN

INN |

DLGAP4, TYMS, USP4, TES, MAD2L1, SLC4A4,
CXCL9, CXCL10, CHEKI HNRPA3P1, TRIM25,
NDUFAS, SLC25A11, WHSCL, C170rf25 CA2,
ME2, IFT20, TLK1, CXCLI] RBM25, BRRN]1,
ATP5A1, FAS, AGPATS PBE, HNRPD, ETNK1,
STAT1

75

HNRPD, WARS, MTHFD)2, PSME2, GM[-B
DLGAP4, TYMS, TES, LMAN1, CDC40, GTSEI
CXCL10, FAS, KITLG, C1QBP, N'DUI‘A9
SLCZSAlI CA2, ME2, CXCL11, GZMRB, IFT20,
TLK1, SLC4A4, R_BM25 hCAP- D3 BRRN1,
DDAHZ, MARCHS, FLI13220, PBK, BRIP1,
KLHLZ4, STATI

85%

86%

38%

T9%

85%

76%

76

HNRPD, WARS, EIR4E, MTHFD?2, PSME2,
MCMs, GVI]‘B DLGAP4, TYMS, TES, CTSS,
LMANI, CDC40, SL.C4A4, IRF8, GTSEI,
CXCLIU CHF‘KI HNRPA3F1, TRIM25,
NDUFAQ WHSCI CA2, ME2, CXCL11, RBM25,
NUP210, ATP5A1, CDCA2BPA, SFRS2, FAS,
MARCHS, SECI[)L[ BRIP1, STATI

85%

83%

88%

86%

85%

83%

77

TINRPD, WARS EPASI, EIF4E, PRDX3,
MTHFT2, PSLIE?. GM'_FB DLGAP4, TYMS
ARF6, SLC4A4, CXCL10, PLK4, CHEK,
HNRPA3P1, KFNB1, S1.C25A11, WHSC]
Cl7orf25, CA2, MEZ CXCL11, [FT20, RBBP4
TLK1, RBM25, CDCAZBPA, SFRS2, FAS,
AGPATS FLI1D534, SEC10L1, TRMTS, STAT1

96%

83%

92%

B3%

88%

78%

78

WARS, SFRS2, STAT1, PAICS, EIF4F, PRIDX3,
MTHFD2, PSME2, GMFB DLGAP4, TYMS,
LMAN], MAD21.1, SLC4A4, CXCLY, CXCL10,
SLC25A11, Cl'!orf).S CA2, ME2, FUT4, GZMB,
CXCL1], RBM25, CAMSAFIL1, BRRN1,
CDC42BPA, FAS, FLJ10534, SEC]OLI PBK,
TRMTS, KLHL24

B1%

B3%

92%

T6%

85%

76%

79

HNRPD, WARS, SFRS2, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4 TYMS, USP4, TES,
CXCLY, CXCLI10, FAS, KJTLG C1QBP,
NDUFA9, C170rf25, CA2, ME2, RBM25, SOCSS,

CDC42BPA, BAZ1A, AGPATS, DKFZp762E 1312,

SEC10L1, FLI13220, PSATI, BRIP], TRMTS,
KLHL24, STAT1

81%

2%

38%

79%

88%

69%

80

WARS, SFRS2, EPAS], EIF4E, MTHFD2,
PSME2, TK1, DLGAP4, TYMS, TES, CTSS,
ARF6, CXCL9, CXCL1D, FAS, HNRPA3PI,
TRIM25, SLC25A11, C1QBP, NDUFA9, HNRPD,
MEZ2, CXCL11, RRBP4, RBM25, AK2, AGPATS,
FLJ10534, DKFZp762E1312, SECI0L1, PBE,
KLHL24, STAT1

85%

86%

81%

69% |

69%

69%

81

EIF4E, SFPQ, MIHFD2, PSME2, GMFR,
DLGAP4, TYMS, TES, CTSS, CXCL9, CXCL10,
FAS, PLE4, NDUFA%, WHSCI, C170rf25, CA2,
HNRPD, MEZ, IFT20, RBM25, NUP210,
CDCA2BPA, DDAH2, BAZ1A, AGPATS,

FLJ10534, DKFZp762E1312, SEC10L1, FLI13220,

PBK, BRIP], TRMTS5, STATI

£1%

%

R5%

16%

81%

66%

82

WARS, SFRS2, STATI, EIF4E, PRDX3,

81%

MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES, N

0%

85%

76%

85%

‘ 72%
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LMAN] DCE, CDC40, CXCLS, CXCL10, FAS,
TRIM25, C1QBP, NDUFAS, SLC25A11, CA2,
ME2, CXCLII SLCAA4, RBM25, AK2, BRRNI,
AGPATS, DKFZp762E1312 FLJ 13220 PBK

SVM

3NN

INN

B3

SFRS2, STATL, EIF4E, PRDX3, MTHFD2,
PSME2, GMFR, DLGAP4, TYMS, USP4, TES,
CT85, LMAN1, ARF6, CDC40, IRFS, CXCLIG

SLC4A4 CXCL11, REM25, NUP210, FAS,
FLJ]0534 MARCHS FLI13220, PSAT1, HNRPD,
BRIP1, TRMTS, KLHL24

CHEKI, C1QBP, SLC25A11, WHSCI, ME2, 65% | 79%

7T% |83%

84

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSMEZ, TK1, GMFB, DLGAP4
TYMS, CTSS, ARF6, MAD2L1, CXCL10,
TRIM25, RITLG, NDUFAS, WHSCI, CA2, ME2,
GZMB, IFT.?,O CXCL11, RBM23, FAS, AGPATS,
MARCHS, PSATI, BRIP1, TRMTS, STATI

85% |83%

T7%

9%

38% |76%

73%

2%

83

HNRID, SFRS2, STATI, PRDX3, MTHFD2Z,
PSMEZ, GMFB, DL.GAP4, USP4, CTSS, ARFG,
SLC4A4, CXCL9, RABIF, CXCL10, FAS,
TRIM25, KITLG, CIQBF, SLC25A1 1, WHSCH,
CA2, MEZ, GZMB RBBP4, CXCL11, RBM25,
AGPATS, M.ARCHS SEC]OL1, PBK, BRIP1,
TRMTS

88% |76%

92% |76%

&1%

69%

86

WARS, STAT1, EIFAE, MTHFD2, PSME2,
DLGAP4 TYMS, USP4, LMAN], CDC40
CXCL9, IRFS, CXCL]O FLR4, TRIM25, C1QBP,

RBM25, ATPSAL, SFRSZ, FAS, AGPATS,
MARCHS, FL113220 PBK, HNRPD), BRIP1,
TRMTS, KLHL24, ETNK1

NDUFAS, SLC25A11, CA2, ME2, CXCL11, 85% |76%

81% |B3%

81%

T6%

87

HNRPD, WARS, EPAS1, STATI, EIF4E,
MTIII'DZ, PSME?, TK1, GMFB, DLGAP4,
TYMS, USP4, SLC4A4, CXCL9 IRFS, GTSEI
RABIF, CXCL10, FAS, PLK4, HNRPA3PI,
TRIM2S5, SLC25A11, CIQRP, NDUFAS9, WHSCI,
MEZ, CXCL11, TLK1, RBM2S5, AK?Z, NUP210,
BRRNI, AIPSAI SKFRS2, AGPATS, FL.110534,
'VIARCHS PSATI, BRIP1, KLHL24

3% |[79%

83% (B3%

69%

72%

88

WARS, SFRS2, FPAS], STAT1, EIF4E, PRDJ(B
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, LMANI, MADQLI cncCa0, CXCL9
IRF8, CXCLI0, FAS CHEKI NDUFA%, KPNB1,
SLC25A1] WHSC?, CI?orﬂs CA2, ME2,
CXCL11, IFT20, SLC4A4 RBM25, CDC42BPA
BAZiA, AGPATS, MARCH5 PBK, PSATI,
HNRPD, BRIP1, TRMTS, ETNKI

73% |B83%

85% [79%

81%

2%

89

HNRFPD, WARS, SFRS2, STAT1, EIF4E, PRDX3,
MTHFDZ PSME2, GMFB, TYMS USP4, CTSS,
DCK, CDC40, SLC4A4 CXCL9, CXCLIO FAS,

CA2, ME2, GZMB, RBBP4, RBM25, ATP3AL,
SOCS6, AGPATS, MARCT-IS DKFZp?GZEBIZ
SECIOLI1, PBK, BRIP1, TRMTS, K1.H].24

CHEKI, SLC25A11, CIQBP NIDUFA9, W’HSCI 7% | 76%

R&% |79%

85%

66%

20

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,

CTSS, SLC4A4 CXCL9, IRF8, GTSE], CXCL10,

PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,  |77% |79%

88% | 76%

88%

76%
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SVM

PLK4, CHEK 1, HNRPA3P1, KITLG, SLC25A11,
CIQBP, NDUFAS9, Cl170rf25, CA2, ME2, GZMB,
CXCL11, RBM25, AK2, SOCS6, DDA, FAS,
RBBP4, FLI10534, MARCHS, DKFZp762E1512,
PBX, HNRPD, BRIP1, KLHL24, STATI

3NN

INN

91

HNRPD, WARS, SFRS2, EPASI, STAT1, EIF4E,
SFPQ, PRDX3, MTHFD?, PSME2, GMFB,
DLGAP4, TYMS, USP4, TES, DCK, ARFS,
MAD2L1, CDCA0, SLC4A4, CXCLY, RABIF,
CXCLI0, FAS, SLC25A11, C1QBP, NDUFA9,
WHSCI, C1701f25, ME2, FUT4, CXCL11, IFT20,
RBEBP4, RBM25, CAMSAPIL1, SECI0L], PBK,
PSATI, KLHL24

6%%

83%

81%

9%

T7%

76%

“|RBM25, AK2, CAMSAPILI, DDAH2, BAZ1A,

HNRPD, WARS, STAT1, EIF4E, MTHFZ,
PSME2, TK1, GMFB, DLGAP4, TYMS, TES,
CTSS, MADZL1, SLC4A4, CXCLS, CXCL1G,
FAS, CHEK1, HNRPA3P1, SLC25A11, C1QBP,
NDUFA9, WHSC1, CAZ, ME2, GZMB, CXCL11,

AGPATS, SECI0L1, FLJ13220, PBK, BRIP1,
TRMT3

T1%

83%

92%

83%

T7%

66%

93

HNRPD, WARS, SFRS2, EPASI, STATI, EIF4L,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSS, DCK, MAD2LI, CDC40, RABIF, CXCL10,
FAS, PLK4, KITLG, SLC25A11, NDUFAS9,
WHSCI, CA2, ME2, CXCL11, IFT20, TLK],
KBM25, CDCA2BPA, DDAH2, RBBP4, MARCHS,
DKFZp762E1312, PBK, PSATI, BRIPI, KI.HI 24,
ETNK] :

3%

83%

7%

79%

1%

76%

94

IINRPD, WARS, STATI, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAPA4,
TYMS, USP4, TES, CTSS, DCK, ARF6, CDUA0,
CXCL9, IRF8, RABIF, CXCLI0, FAS,
FINRPA3P1, TRIM2S, SLC25A11, NDUFAS,
WHSC1, CA2, ME2, CXCL11, GZMB, IFT20,
SLC4A4, SFRS2, AGPATS, FLJ10534, MARCHS,
PBK, BRIP1

23%

3%

85%

T6%

85%

69%

85

WARS, SFRS2, 8TAT1, EIF4E, MTHFD?2,
PSME2, GMFB, DLGAP4, TYMS, TES, CTSS,
LMAN], DCK, MAD2L1, CDC40, SLCAA4,
CXCLY, IRF8, CXCL10, FAS, CIQEF, NDUFA9,
WHSC1, CA2, ME2, CXCL11, TFT20, RBM25,
hCAP-D3, ATP5A1, DDAHR, FLI10534,
MARCHS, DKFZp762E1312, SECIO0LL, PBE,
HNRPD, BRIP1, TRMTS, KLIIL24

73%

79%

85%

83%

83%

79%

9%

HNRPD, WARS, SFRS2, EPAS1, STAT], EIF4E,
PRDX3, MTHFD2, PSMI:2, GBP1, TK1, GMFR,
DLGAP4, TYMS, USP4, ARF6, CXCL9, CXCL10,
FAS, PLK4, CHEK 1, HNRPA3P1, SLC25A11,
CI1QBP, WHSC1, CA2, ME2, CXCLI1, GZMR,
IFT20, RBM25, NUP210, SOCS6, AGPATS,
MARCHS, SEC10L1, PBK, BRIP1, ETNK1

5%

86%

092%

76%

77%

69%

97

HNRPD, WARS, SFRS2, EPASL, STATI, EIF4E,
MTHFD2, PSME2, MCM6, GMFB, DLGAP4,
TYMS, TES, DCK, CDC40, SLC4A4, CXCL9,
CXCLI10, FAS, TRIM25, NDUFA9Y, SLC25A11,
WHSC], CA2, ME2, GZMB, TFT20, TLK1,

92%

90%

8%

T6%

7%

66%
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CXCL11, REM25, AK2, hCAP-D3, RRRN1,
AGPATS, MARCHS, FLI13220, TRMTS, KLHL24

o8

HNRPD, WARS, EIF4E, SFPQ, MTHFD2,

;PSME2Z, TK1, GMFB, DLGAP4, TYMS, DCK,
{CDCA0, SLC4A4, CXCLS, GTSEL, CXCL10, FAS,

PLEA, CIIEK1, KITLG, SLC25A11, C1QBP,
NDUFA9, KPNB1, WHSC1, C170rf25, CA2, ME2,
CXCL11, TLK1, RBM25, NUP210, RBBP4,
AGPATS, MARCHS, SEC10L1, FLYI3220, PBK,
TRMT3, KLHL24, ETNK1, STAT!

73% |76%

INN

INN

92% |83%

8i%

83%

99

WARS, EPAST, PRDX3, MTHFD2Z, GMFR,
DLGAP4, TYMS, USP4, CTSS, CDC40, SLC4A4,
CXCL8, IRF8, RABTF, CXCLI10, FAS,
HNRPA3P1, TRIM2S, SLC25A11, NDUFAS,
WHSCI, C170rf25, HNRPD, ME2, FUT4,
CXCL11, GZMB, RBM25, AK2, ATF35A1,
CDC42BPA, SFRS2, BAZ1A, AGPATS,
MARCHS, FLI113220, BRIP1, KLHE 24, ETNKI,
STAT1

85% |B6%

92%

T2%

TT%

69%

100

HNRPD, WARS, SFRS2, PAICS, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, LMAN1, ARF6, MAD2L1, CDCAQ,
SLC4A4, CXCLY, IRF8, GTSEL, CXCL14,
HNRPA3P1, SLC25A11, CLQBP, NDUFAD,
WHSC1, C170rf25, CA2, ME2, CXCL11, RBM25,
hCAP-D3, CDCA2BPA, TAS, AGPATS, FL110534,
MARCHS, DKFZp762E1312, SEC10L.1, PRE,
BRIP1, TRMTS, ETNK1, STATI1

T7% | 79%

38%

£3%

88%

76%

101

HNRPD, WARS, STAT1, PAICS, EIF4E, PRDX3,
MTHFD2, PSMEZ, TK1, GMFB, DLGAP4,
TYMS, TES, ARF6, CXCL9, IRF8, CXCL10, FAS,
PLK4, HNRPA3P1, TRIM25, C1QBP, NDUFAD,
SLC25A11, WHSC1, C170r25, ME2, CXCL11,
IFT20, RBBP4, TLK1, SLC4A4, RBM2S5, AK2,
NUP210, CAMSAPIL1, DDAHZ, AGPATS,
MARCHS, SEC10L1, KLHL24, ETNK1

73% |83%

88%

B6%

B5%

76%

102

HNRPD, WARS, SFRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, DLGAP4, TYMS, USP4,
CTSS, ARF6, CDCA4G, CXCL10, FAS, PLKA4,
TRIM25, KITLG, SLC25A11, C1QRP, NDUFA9,
WHSCI, C170rf25, CA2, ME2, IFT20, RBBP4,
TLK1, SLC4A4, CXCL11, RBM25, AK2, BAZIA,
MARCII5, SECI0L1, FLI13220, PBK, BRIPI,
KLHL24, STATI1

85% | 86%

81%

83%

85%

79%

103

| WARS, SFRS2, FIF4F, SFPQ, PRDX3, MTHFDZ,

PSME2, MCM$é, TK1, GMFB, DLGAP4, TYMS,
USP4, LMAN1, DCK, SLC4A4, CXCL9, CXCL10,
FAS, PLK4, TRIM25, C1QRP, NDUFAS,
SLC25A11, WHSCI, CAZ, HNRPD, ME2, GZMR,
IFT20, TLK1, CXCL}1, RBM25, RBBP4,
MARCHS, PBK, PSAT1, BRIP1, TRMTS,
KLHL24, ETNK1, STATI

81% |86%

85%

T6%

T1%

76%

104

HNRPD, WARS, SFRS2, EIF4E, MTHIDZ,
PSME2, MCMS6, GMFB, DLGAP4, TYMS, USP4,
LMAN1, ART6, CDC40, CXCLY, GTSE],
CXCL10, FAS, CHEK 1, HNRPA3PL, SLC25A11,
CIQBP, WHSC1, CA2, ME2, GZMB, IFT20,

B5% | 86%

88%

2%

77%

2%

goooogao
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20

30

40
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SVM

SLC4A4, CXCL11, RBM25, BAZ1A, AGPATS,
SEC10L] FLJ]3220 PBK, PSAT1, BRIPI,
TRMTS, ETNKI STATI

INN

105

WARS, PAICS, EIF4E, MTHFD2, PSME2,
MCM6, GMFB, DLGAP4, TYMS, CTSS,
MAD2L1, CDC40, SLC4A4 CXCLS, IRFS,

I RABIF, CXCL10, FAS, CHEK1, HNRPA3PI,

TRIM23, NDUFAB SLC25A11, CA2, HNRPD
ME2, CXCL11, IFT20, RBMD25, AK2,
CAMBAPI1LI1, BRRNI, SFRS2, DDAH2, RRBP4,
SECI10L1, I’BK PSATIL, BRIP1, TRMTS
KLHI.24, STAT1

88%

86%

8%

83%

81%

83%%

106

HNRPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD?2, PSME2 TK1, GMFB, DLGAP4,
TYMS, TES, LMANI, DCK, SLC4A4, CXCL9
CXCL10, PLK4, HNRPA3P1, C1QBP, NDUFAD,
SLC25A1] WHSCI, C1701ﬂ5 CA2, ME2,
CXCL11, GZMB IFT20, RBBP4, TLK ], RBM23,
CAMSAPILE, FAS, MARCHS, DKFZp?GZE] 312,
SECI0L], PBEK, STATI

81%

20%

B5%

83%

81%

6%

107

WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, MAD2LI, CDC40, SLC4A4, CXCL9,
CXCLI10, FAS, KITLG, C1QBP, NDUFA9,
SLC25A11, ME2, CXCL11, IFT20, TLK1,
RBM25, AK2, BRRN1, ATP5AL, CDC42BPA,
RBBP4, AGPATS, MARCHS, SECICLI, PEK,
HNRPD, BRIPI, TRMT5, ETNK1, STATI

85%

83%

81%

Bo%

B1%

72%

108

WARS, EPAS1, EIF4E, PRDX3, MTHFD?Z,
PSME2, TKI, GMFB, DLGAP4, TYMS, TES,
CTSS, LMAN!, CXCL9, GTSE], RABIF,
CXCL10, FAS, PLK4, SLC25A11, NDUFAS,
KPNB1, HNRFD, ME2, FUT4, CXCLI1, GZMR,
IFT20, RBBP4, RBM25, CAMSAPIL1, hCAP-D3,
SFRSZ2, DDAH2, AGPATS, MARCHS, PBK,
BRIP!, TRMTS, ETNKI, STAT1

81%

23%

85%

69%

73%

79%

109

HNRPD, WARS, SFRS2, EPASI, EIFAE, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSS, DCK, CDCA40, RABIF, CXCL10, FAS,
CHEK 1, HNRPA3P1, TRIM25, KPNB1,
SLC25A11, WHSCI, C170rf25, CA2, ME2,
CXCL11, TLK1, RBM25, ATPSA1, CDCA2BPA,
FLI10534, MARCHS, DKFZp762E1312,

SEC10L1, PBK, PSAT], KLHI.24, STATI

77%

79%

88%

9%

7%

T2%

110

HNRPD, WARS, SFRS2, STAT1, EIF4E, PRDX3,
MTHFDZ, PSME2, TK1, GMFB, DLGAP4,
TYMS, TES, ARF6, MAD2L, CDC40, CXCLY,
GTSE1, CXCLI0, ¥AS, PLK4, CHEK1,
HNRPA3P!, CIQBP, NDUFAY, SLC25A11,
WHSCI, CA2, ME2, CXCL11, [FT20, TLK1,
RBM25, ATP5Al, SOCS6, AGPATS, SECI0L1,
PBX, TRMTS, KLHI .24

73%

9%

85%

83%

88%

83%

111

HNRPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, TES, CTSS, MAD2L1, CXCLY, CXCL10,
FAS, PLK4, CHEK |, SLC25A11, C1QRP,

. WHSCI, C170mi25, CA2, ME2, CXCL11, GZMB,

81%

90%

88%

83%

T7%

76%

goooogao
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INN

TLK1, SLC4A4, RBM25, AK2, hCAP-D3,
FLI10334, SECI10L1, FL]1322() PEK, BRIP},
KLHL24, STAT1

112

WARS, SFRSZ, EPAS], EJF4E, MTHFD2,
PSMEZ, GMFB, DLGAP4, TYMS, USP4, TES,
CTSS, MAD2L1 CXCL9, CXCLIO TRIM25,
NDUFAS, KPNRI1, SLC25A11, WHSCI,
C170ri25, CA2, HNRPD ME2, CXCL]I GZMB,
TLK1, RBM25, AK2, CAMSAPIL] BRRN]I,
CDCA2BPA, DDAH2 FAS, MARCHS SECIOLI
PBK, PSATI, BRIP1, KLHL24, ETNK1, STATI

6% |90%

81%

6%

7%

. 76%

113

HNRPD, WARS, SFRS2, STATI, EIF4E, PRDX3,
MTHFDZ, PSMFZ MCM6 GBP1, GMFR,
DLGAP4, TYMS, USP4, LMANI1, DCK, ARTS,
CDC40, CXCL9, CXCLID, FAS, PLK4 KITLG,
ClQBP NDUFA9, SLC25A11, WHSCI, Cl70rf25,
CA2, ME2, FUT4, TLKI, CXCL]I SLC4A4
RBM25 AR2, ATP5A1, AGPATS, FU10534
MARCHS, SECI0L1 PBK, PSATI

65% | 76%

88%

76%

85%

83%

114

HNRPD, WARS, SFRS2, STAT1, MTHFD2,
PSME2, MCMS$, TK1, GMFB, TYMS, USP4,
LMANI, ARFG, CXCLIO FAS PLK4 SLC25A11,

G7MB, RBBP4, CXCL11, RBM25, AK?, BRRNI
ATP5A1, CDC42BPA, DDAH2, BAZIA,
AGPATS, MARCHS, SEC10L1, PBK, BRIP}

CIQBP, NDUFAS, WHSC, Cl7orf25, CA2, MFL 81% | 76%

81%

79%

85%

62%

115

HNRFD, WARS EPAS1, STATI, EIF4E, SFPQ),
PRDX3, MTHFD2, PSME2 TKI1, GMFB,
DLGAP4, TYMS, TES, LMANI, DCK, ARFG
CXCLY, IRF8, GTSE1, CXCLlO KITLG,
NDUFA9, KPNBI, CI’IorﬂS CA2, ME2, FUT4,
CXCL11, GZMB, IFT20, TLK 1, SLC4A4, RBM?23,
AK2, BRRN], DDAHZ, FAS, FLI13220, PBX,
PSATI, BRIP1

81% |86%

81%

T6%

81%

79%

116

WARS, SFRS2, FPASI, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, TK1, GMEB, DL(:AP4,
TYMS, CTSS, ARF6, CDC40, CXCL9, CXCLI10,
FAS, HNRPA3P1, TRIM2S, SLCZSAI] NDUFAS,
WHSC], HNRPD MEZ, FUT4, CXCL]I
SLC4A4, RBM25, CAMSAPIT1, hCAP- D3,
DDAID, MARCHS, FLI13220, PBK, PSATI,
TRMT5, ETNK1, STAT1

81% | 79%

3%

0%

73%

69%

117

WARS, SFRS2, EPASI, EIF4E, SFPQ, PRDX3,
MTHFDZ, PSME2, GMFB, DLGAP4, TYMS,
USP4, CTSS, LMANI1, ARF6, MAD2L1, CDC40,
SLC4A4, CXCLY, CXCL10, FAS, PLKA4,
HINRPAJPI, TRIM25, NDUFAS, SLC25411,
WHSCI, C170rf25, CAZ, ME2, CXCL11, GZMB,
IF120, TLK1, RBM25, ATP5A1, RBBP4
AGPATS PSATI HNRPD, KLHL24, STATI

92% |90%

88%

79%

21%

T2%

118

WARS, EPAS], EIF4E, PRDX3, MTHFD2,
PSME2, GBPI, DLGAP4, TYMS, DCK, ARFG,
MAD2L1, CDC40, CXCLY, IRFS, GTSEL, RARIF,

NDUFA9, KFNB1, SLC25A11, WHSCL,
Cl70rf25, CA2, ME2, GZMB, IFT20, TLK1,

CXCL11, RBM23, AK2, SFRS2, BAZ1A,

CXCLI0,FAS, CHEX1, TRIM25, C1QRP, 77% |90%

88%

goooogao

76%

3%

79%
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SVM

SECI0L1, FLI13220, PBK, PSATI, HNRPD,
BRIP1, KLLHL24, STAT1

119

HNRPD, WARS, SFRS2, EPAS], EIF4F, SFPQ,
PRDX3, MTHFD2, PSME2, GRP1, GMTD,
DLGAP4, TYMS, DCK, CDC40, CXCLS,
CXCL10, PLK4, CHEK], KITLG, C1QBP,
NDUFAS9, KPNB1, SLC23A11, WHSCI, CA2,
ME2, FUT4, CXCL11, RBM25, AK2, hCAP-D3,
BRRNLI, FAS, AGPATS, FLY10534, MARCHS,
SECIOL1, PBE, TRMTS, KLHL24, ETNK]1,
STATI

T1%

76%

92%

83%

62%

76%

WARS, SFRS2, EFASL, EIFAE, SFPQ, MTHFDZ,
PSME2, GMI'B, TYMS, USP4, CTSS, LMAN],
DCK, MAD2L1, CDC40, SLCAA4, CXCL9,
CXCL10, FAS, KITLG, SLC25A11, CI1QBP,
NDUFA®, CA2, ME2, IFT20, CXCL11, RBM25,
ARZ, CAMSAPIL], hCAP-D3, ATP3AI,
CDC42BPA, RAZ1A, AGPATS, SECIOLI, PBK,
HNRPD, BRIP1, KLHL24, STATI

81%

B6%

85%

83%

B5%

2%

121

HNRFD, WARS, SFRS2, FPAS!, EIF4E,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
LMANIE, MAD2L1, CXC44, CXCLY, CXCL10,
CHEK1, TRIM25, SLC25A11, WHSC1, CA2,
ME2, CXCL11, IFT20, RBBP4, S1.C4AZ, RBM2S,
AK2, NUP210, hCAP-D3, DDAH?, FAS, BAZIA,
FLI10534, FLY13220, PBK, BRIP1, TRMTS,
ETNK1, STATI

85%

90%

38%

90%

85%

T6%

122

HNRPD, WARS, EPAS1, STATI, EIF4E, PRDX3,
MTHFD2, PSMIE2, GMFB, DLGAP4, TYMS, TES,
CTSS, LMANI1, CDC40, CXCL9, CXCL10, FAS,
PLK4, KITLG, C1QBP, NDUFAS9, SLC25A11,
WHSCI, Cl70rf25, ME2, CXCL11, RRM25,
hCAP-D3, BRRN1, ATP5A1, CDC42BPA,
FLJ10534, MARCHS, SEC10L1, FLJ13220, PBK,
BRIP1, TRMTS, KLIIL24, ETNKI

69%

6%

7%

Bo%

69%

69%

123

WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DL.GAP4,
TYMS, USP4, LMAN1, ARFS, CDC40, CXCLY,
IRF8, CXCL10, FAS, PLK4, CHEK |, HNRPA3P],
CIQBP, NDUFAS, SLC25A11, WHSC1, C170rf25,
CA2, HNRPD, ME2, SLC4A4, CXCL11, RBM25,
AK2, NUP210, AGPATS, FLY10534, MARCHS,
DKFZp762E1312, PSAT1, BRIP1, TRMTS,

STATI

T3%

83%

85%

76%

81%

T9%

124

WARS, SFRS2, EPAS1, PAICS, EIF4F,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
CDC40, CXCL9, CXCLI10, FAS, PLK4,
HNRPA3PI1, KITLG, CIQBP, NDUFA9, WHSCI,
CAZ, HNRPD, ME2, FUT4, CXCL11, GZMB,
SLC4A4, RBM25, AK2, BRRNI, ATP5A1,
AGPATS, MARCHS, SECI0OL1, FLJ13220, PBE,
TRMTS, KLHL24, ETNK 1, STATI

7%

6%

92%

T6%

85%

2%

125

WARS, SFRS2, EPASL, STATI, EIF4E, PRDX3,
MTHFDZ, PSME2, GMFB, DLGAP4, TYMS,
USP4, TES, CTSS, MADZL1, CXCLY, IRFS,
GTSEl, CXCLI10, PLK4, CHEK1, TRIM2S,

NDUFAS, SLC25A11, C170rf25, CA2, HNRPD,

85%

B6%

92%

86%%

88%

83%
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SVM

ME2, CXCL11, IFT20, TLK1, RBM25, RRRNI,
FAS, AGPATS, FLI10534, SEC10L1, FLY13220,
PBK, BRIP1, KLHIL24

INN

INN

126

HNRPD, WARS, SFRS2, EPAS1, EIF4E, PRIYX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, USP4, TES, LMAN], ARF6, MAD2L1,
CXCLS, GTSEI, CXCL10, FAS, HNRPA3P],
NDUTA9, KPNRI1, SLC25A11, CA2, ME2,
CXCL11, TLK1, SLC4A4, REM25, BRRNI,

AGPATS. MARCHS, DKFZp762E1312, SECI0LI, .

PBK, BRIP1, K1.H1 24, STATI

T7% |83%

127

WARS, EPAS1, EIF4E, PRDX3, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
TES, LMAN1, CDC40, CXCL9, IRFS, CXCL10,
PLK4, CHEK 1, TRIM2S5, CIQBP, NDUFAS,
SLC25A11, WHSC1, ME2, FUT4, CXCL11,
TLK1, SLC4A4, RBM25, AK2, CAMSAPIL.I,
BRRN1, ATP5A1, SFRS2, FAS, SECI0LI,
FLJ13220, PBK, PSATI, TRMTS, KLHL24,
STAT1

88%

86%

85%

72%

73% (83%

73%

90%

73%

B6%

HNRPD, EIF4L, PRDX3, MTHFDZ, PSMEZ,
TK1, GMFB, DLGAP4, TYMS, USP4, DCK,
ARF6, MAD2L1, CDCA0, CXCLS, IRTS, CXCL10,
FAS, CHEK1, SLC25A11, C1QBP, NDUFA9,
WHSCL, CAZ, ME2, CXCL11, TLK1, SLC4A4,
RBM25, AK2, BRRN1, SOCS6, DDAH?, RBBF4,
FLJ10534, MARCHS, FLJ13220, PBK, BRIPI,
ETNKI, STATI

69% |83%

T1%

83%

85%

T6%

129

. WARS, SFRS2, EPASI, STATI, EIF4E, PRDX3,

MTHFD2, PSMEZ, TK1, GMFB, DLGAPA,
TYMS, CTSS, LMAN1, DCK, CDC40, SLC4A4,
CXCL9, IRF8, CXCL10, FAS, CIQBF, NDUFAD,
SLC25A11, WHSCL, C170rf25, CA2, MEZ,
RBM25, NUP210, CDC42BPA, AGPATS,
SECI0L1, FLJ13220, HNRPD, BRIP1, KLH1 24,
ETNK1

73% |76%

92%

79%

85%

2%

130

HNRPD, WARS, SFRS2, EPAS], PAICS, EIF4E,
SFPQ, PRDX3, MTHFDZ, PSME2, GMFB,
DLGAP4, TYMS, CTSS, CXCL9, IRFS, RABTF,
CXCL10, FAS, PLK4, CHEK, TRIM2S, KITLG,
SLC25A11, CIQBP, NDUFAS9, CA2, ME2,
CXCL11, RBBP4, SLCAA4, RBM?2S, AK?,
AGPATS, FLI10534, FLI13220, PBK, TRMTS,
KLHL24, STATI

85% |83%

2%

2%

88%

T6%

131

WARS, SFRS2, PRDX3, MTHFD2, PSMEZ,
MCM6, GMFB, DLGAP4, TYMS, CTSS, ARFS,
CDCA40, CXCLY, CXCLI0, FAS, HNRPA3P],
TRIM25, KITLG, C1QBP, NDUFA9, KPNEL,
SLC25A11, WHSCL, C170r25, CA2, IINRPD,
ME2, CXCL11, TLK1, SLC4A4, REM25, AK2,
hCAP-D3, BRRN1, SOCS6, DDAH2, RBRP4,
AGPATS, PBK, BRIPL, STATI

85% |B3%

92%

86%

B8%

79%

132

HNRPD, WARS, SFRS2, EIF4E, MTHFD?,
PSME2, MCM6, TK1, GMFB, DLGAD4, TYMS,
USP4, CTSS, LMANT1, CDC40, CXCLY, CXCLI0,
PLK4, HNRPA3P1, C1QBP, NDUFAS9,

SLC25A11, WHSC1, CA2, ME2, CXCL11,

77% |83%

83%

76%

85%

76%

goooogao
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SVM

3NN

GZMB, [FT20, SLC4A4, RBM25, AK2, ATP3AT,
FAS, RBBP4, BAZIA, MARCHS,
DKFZp762E1312, SEC10L1, FLJ13220, PBK,
TRMTS, KLHL24, STAT1

INN

133

WARS, SFR82, EPAS1, STATI, EIF4E, PRDXS,
MTHFD2, PSME2, MCM$, TK1, GMFR,
DLGAP4, TYMS, TES, LMAN1, ARF6, CDCA0,
CXCLS, RARIF, CXCL10, FAS, PLK4, TRIM25,
CIQBP, NDUFA9, SLC235A11, CA2, HNRPD,
ME2, CXCL11, RBBP4, TLK1, RBM25,
CDC42BPA, BAZ1A, AGPATS, MARCHS,
SEC10L.1, FLI13220, FBK, PSAT], BRIP!

77% 183%

88%

T6%

85%

79%

134

WARS, SFRS2, EPAS1, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
CTSS, LMANI, ARF6, MADZL1, CDCA40, IRFB,
GTSEL, CXCL10, KITLG, C1QBP, NDUFAS,
KPNBI, SLC25A11, WHSC, ME2, CXCLI1,
RBBP4, TLK1, SLC4A4, RBM25, AK2, BRRNI,
ATP3A1, CDC42BPA, DDAH2, FAS, MARCHS,
SECI0L], FLT13220, PBK, HNRPD, BRIP],
STATI

81% |B6%

%

93%

81%

T9%

135

WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSS, LMAN1, DCK, CDC40, CXCL9Y, IRFS,
CXCL10, FAS, PLK4, HNRPA3P1, C10BP,
NDUFA9, SLC25A11, WHSC1, CA2, ME2, FUT4,
CXCL11, GZMB, SLC4A4, RBM25, AK?,
ATP3Al, DDAHZ, FL110534, PBK, HNRFD,
BRIP1, ETNK], STAT1

7% | 90%

38%

2%

85%

79%

136

WARS, SFRS2, STAT1, PRDX3, MTHFDZ,
PSME2, MCM6, GMFB, DLGAP4, TYMS, TES,
LMAN], ARF6, CDC40, CXCL9, CXCL10, FAS,
PLK4, HNRPA3PI, TRIM23, KITLG, SLC25A11,
CIQBP, NDUFAS, KPNB1, C170r25, CA2, ME2,
IFT20, RBBP4, CXCL11, RBM25, AK2, hCAP-
D3, ATP5A1, CDC42BPA, BAZ1A, AGPATS,
PBK, BRIPI, KLHL24

81% |79%

85%

79%

81%

69%

137

WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, TK1, DLGAP4,
TYMS, TES, LMAN1, ARF6, CDC40, CXCI.9,
CXCL10, FAS, KITLG, SLC25A11, C10QBP,
NDUFA9, KPNB1, WHSCI, CA2, ME2, IFT20,
RBBP4, TLK1, CXCL11, SLC4A4, RBM25, AK2,
CDCA2BPA, MARCHS, SECIOLI, FLJ13220,
PBK, PSATI, HNRPD, BRIP1, TRMTS5, KLHL24,
STATI

138

B3% |83%

31%

83%

73%

1 72%

WARS, SFRS2, EPAS1, STAT1, PAICS, EIF4E,
PRDX3, MTHFDZ2, PSME2, MCMé, GMFB,
DLGAP4, TYMS, USP4, CTSS, LMAN1, ARF6,
CXCL9, IRF8, CXCL10, CHEK1, C1QBP,
NDUFAS, SLC25A11, WHSCI, C170rf25, CA2,
MEZ, CXCL11, SLC4A4, RBM25, AK2, BRRN1,
CDC42BPA, FAS, BAZ1A, AGPATS, FLI10534,
MARCHS, PBK, PSAT], HNRPD, TRMTS,

| KLHL24

73% |76%

8%

83%

81%

76%

139

WARS, SFRS2, EPAS1, EIF4E, PRDX3,

MTHFD2, PSME2, TK1, GMFB, DLGAP4,

85% |76%

85%

79%

%

69%
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SVM

IYMS USP4, LMANI1, ARF6, CXCLY, CXCL10,
PLK4, HNRPA3P 1, TRIM25, KITLG, CIQBP,
NDUFAS, KPNBI, SLC25A11, WHSCI,
Cl17orf25, HNRPD, ME2, FU'F4, CXCLI] » GZMB,
RBM25, AKZ, hCAP-D3, BRRN1, ATP5A1 FAS,
AGPATS, SECIO0L], FLJ13220 PSATI, TRMTS,
ETNKI, STATI

3NN

INN

140

HNRPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFED2, PSME2, MCM, GBP] GMFB,
DLGAD4, TYMS, TES, CTSS, LMANI, SLC4Ad4,
CXCL3, CXCL10, FAS, PLK4, CHEK1, TRIM23,
CIQRBP, NDUFAS, SLC25A11, WHSCI C17orf25
CAZ, ME2, GZMRB, RBM25, hCAP-D3, ATP5A1,
AGPATS, FLI 10534, PBK, PSAT1, BRIP],
TRMTS, STAT1

81% |90%

85%

9%

81%

2%

141

TRMTS, STATI

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, MCM6, GMFB, DLGAP4 TYMS, USP4,
MAD2L.1, CDC40, CXCL9, IRFS8, CXCL10, PLK4
HN"RPABP] TRIM2S, SLC25A11, NDUFAQ
WHSCI1, C170rf25, ME2, FUT4, CXCL11, IFT20,
SLC4A4 RBM25, AKZ, CAMSAPIL1, hCAP- D:,
BRRNI, FAS, BAZIA, AGPATS, MARCHS,
SECIOL1, FL.J13220, PRATI, IINRPD BRIPI

85% [83%

88%

83%

73%

T9%

142

WARS, SFRS2, EPAS], EIF4E, MTHFDZ,
PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
LMANI, CDC40, SLC4A4, CXCLY, RABIT,
CXCL10, PLK4, NDUFA9, SLC25A11, WHSC1,

Cl7orf25, CA2, HNRPD, ME2, CXCL11, IFT20, |77% |B3%

RBM235, hCAP-D3, ATP5A1, SOCS6, CDC42BPA,
FAS, REBP4, BAZ14, DKFZp762E1312,
SECI0L1, FLI13220, PBK, PSAT!, BRIP],

STAT1

81%

83%

85%

79%

143

HNRPD, WARS, STAT!, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, TES, CTSS, CDCA40, CXCLY, IRFS,
CXCL10, PLK4, HNRPA3P1, KITLG, NDUFAS,
KPNBI, SLC25A11, WHSCL, C170rf25, CA2,
ME2, FUT4, CXCL11, SLC4A4, RBM25, hCAP-
D3, DDAII2, FAS, RBBP4, AGPATS, FLI13220,
PBK, BRIP1, TRMTS, KLHL?24

3% | 72%

8%

T9%

92%

T6%

144

WARS, SFRS2, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, USP4, TES, CDC40, CXCLS,
CXCL10, FAS, CHEK 1, NDUFA9, KPNR1,
WHSC1, CA2, ME2, GZMB, TLK1, RBM25, AK2,
CAMSAPIL1, hCAP-D3, FLI10534,
DKFZp762E1312, F1J13220, HNRPD, STAT]

3% |79%

85%

79%

69%

76%

145

HNRPD, WARS, SFRSZ, EIF1E, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, LMANI, DCK,
ARF6, CDC40, CXCL9, CXCL10, PLKA4, TRIM?2S,
CIQBP, KPNB1, SLC25A11, Cl170r25, ME2,
CXCL1!1, RBM25, hCAP-D3, DDAH?, FAS,
MARCHS, STAT!

7T% |79%

B1%

86%

81%

83%

146

WARS, STATI1, EIF4E, MTHFD2, PSME2,
DLGAP4, TYMS, ARF6, CXCL9, CXCLI0,
KITLG, C1QBP, NDUFA$, SLC25A11, WHSC,
Cl7arf25, CA2, HNRPD), ME2, CXCL11, SLC4A4,

1% | 79%

88%

79%

85%

@9%
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goooogao
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INN

RBM25, hCAP-D3, SOCS6, CDCAZBPA, FAS

147

HNRPD, WARS, EPAS1, EIF4E, MTHFD?2,
PSME2, GMFB, DLGAP4, TYMS, ARF6, CDCA0,
SLC4A4, CXCLY, CXCL10, HNRPA3P],
NDUFA9, SLC25A11, CA2, ME2, TLK,
CXCL11, RBM25, ATP5A1, SFRS2, FAS,
MARCHS, SECIOL1, PBK, TRMTS, STATI

88%

83%

92%

148

WARS, SFRS2, EIFAE, PRDX3, MTHFDZ,
PSME2, GMFB, TYMS, TES, LMANI, ARF6,
CXCL9, CXCL10, FAS, HNRPA3P1, C10BP,
NDUFAS®, SLC25A11, WHSCI, Cl7orf25, CA2,
ME2, CXCL11, RBM25, SEC10L1, HNRFD,
KLHI24, ETNKI, STATI

149

3%

83%

88%

INN

83%

85% |83%

79%

WARS, EIF4E, MTHFD?, PSMEZ, GBP1, GMFR,
DLGAP4, TYMS, USP4, LMAN1, ARF§,
MAD2L1, CDC40, CXCL10, HNRPA3P],
NDUFAS, C1701{25, ME2, CXCL11, SLC4A4,
RBM25, AK2, CDC42BPA, DDAH2, FAS,
RBBP4, BAZ1A, AGPATS, HNRPD, BRIP1,
TRMTS, STATI

T1%

79%

85%

85% | 72%

76%

88% {79%

150

WARS, SFRS2, EIF4E, PRDX3, PSMF2, GMFB,
DLGAP4, CXCL9, IRF8, CXCL10, FAS, PLKA4,
CHEK1, TRIM2S5, KITLG, C1QBP, NDUFAS,
SLC25A11, WHSCI, C170rf25, CA2, MEZ,
CXCL11, RBM2S5, FLJ10534, SECI0L1, BRIP1,
TRMTS, STATI

85%

83%

88%%

6%

85% |79%

151

WARS, SFRS2, EIF4E, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, CTSS, DCK, SLC4A4,
CXCLS, CXCL10, FAS, TRIM2S, SLC25A1 1,
C1QBP, NDUFA9, WHSC1, CA2, ME2, CXCL11,
TLKI, REM25, AK2, CDC42BPA, SEC10L1,
FLJ13220, KLHL24, STATI

100%

7%

&%

86%

81% (729

152

WARS, STAT1, MTHFD2, PSMEZ, GMFR,
DLGAP4, TYMS, DCK, MAD2L1, CDCA40,
CXCL9, IRF8, RABIF, CXCLI0, KITLG,
SLC25A11, NDUFA9, MEZ, IFT20, TLK1,
CXCLI1, RBM25, AK2, FAS, AGPATS,
DKFZp762E1312, SECI0L1, PSAT1, HNRPD,
TRMTS

5%

90%

81%

86%

65% | 36%

153

WARS, EPASI, EIF4E, PRDX3, MTHFDZ,
GMFB, DLGAP4, TYMS, DCK, CDCAQ, CXCL9,
CXCL10, FAS, PLK4, CHEK1, C1QBP,
SLC23A11, CA2, ME2, FUT4, IFT20, SLC4A4,
RBM25, SFRS2Z, DDAH2, PBRE, HNRPD,
KLHL24, ETNK1, STATI

69%

86%

85%

B6Ye

8% |79%

154

HNRPD, WARS, STAT1, FIF4E, PRDX3,
PSME2, GMFB, DLGAP4, TYMS, TES, MAD2L1,
CXCL9, IRF8, CXCL10, HNRPA3P1, C1QREP,
NDUFAY, SLC25A11, ME2, FUTA4, IFT20, hCAP-
D3, SOCS6, DDAH2, FAS, BAZ1A, PBK,
KLHL24

88%

'83%

81%

83%

85% [72%

155

SFRS2, EPAS1, EIF4E, PRDX3, PSMEZ, GMFB,
TYMS, TES, LMAN1, SLC4A4, CXC1.9, GTSEI,
CXCL10, C1QBP, NDUFA9, SLC25A11, CAZ,
ME2, TLK1, RBM25, CDCA2BPA, FAS,
FLI10534, MARCHS, SEC10L1, PBK, HNRPD,
TRMTS, KLHL24, ETNK], STAT1

92%

835

88%

83%

7% [72%
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INN

156

WARS, STATI, EIF4E, PRDX3, MTHFD2,
GMFB, DLGAP4, TYMS, USP4, ARF6, CDC40,
CXCLY, IRF8, CXCL10, FAS, PLK4, HNRPA3F1,
KITLG, CIQBP, SLC25A11, ME2, FUT4, RBM23,
DDAH2, RBBP4, AGPATS, PBK, HNRPD,
TRMTS, KLHL 24

157

31% (B3%

88%

79%

92% |79%

HNRPD, WARS, SFPQ, MTHFD2, PSMEZ,
GMFB, DLGAP4, TYMS, USP4, SLC4A4,
CXCL9, CXCL10, FAS, HNRPA3P1, KITLG,
SLC25A11, NDUFAS, CA2, ME2, TFT20,
CXCL11, RBM25, BAZIA, AGPATS, SECICLI,
PBK, BRIP1, STAT1

92% | 86%

85%

69%

85% |69%

158

WARS, SFRS2, EIF4E, MTHED2, PSME2,
GMFB, DLGAP4, TYMS, ARF6, CXCLY, IRF8,
CXCL10, PLK4, TRIM25, NDUFA9, WHSC1,
CI70rf25, CA2, ME2, CXCL11, RBBP4, TLKI,
SLC4A4, RBM25, NUP210, FAS, AGPATS,
MARCHS, SEC10L1, HNRPD, STATI

69% |83%

92%

86%

B8% [83%

159

WARS, SFRS2, EIF4E, PRDX3, MTIIFDZ,
PSME2, GBP1, GMFB, DLGAP4, TYMS,
LMAN1, ARF6, CDC40, CXCLY, CXCL10, CA2,
HNRPD, ME2, CXCL11, S1.C4A4, REM25,
CDCAZBPA, FAS, BAZIA, AGPATS, FLI13220,
BRIP1, KLHL24, STATI

% | 76%

§8%

79%

5% |66%

160

WARS, SFRS2, EPASL, EIF4E, MTHFD?2,
PSME2, TK1, GMFB, DLGAP4, LMAN1, ARFS,
CDC40, CXCLY, CXCL10, PLK4, NDUFA9,
Cl17orf25, ME2, CXCL11, SLC4A4, RBM25, FAS,
BAZ1A, DKFZp762E1312, SECIOL1, PBK,
PSATI, HNRPD, STATI

1% |76%

T7%

83%

7% (79%

161

EIF4E, PSME2, GMFB, DLGAP4, TYMS, DCK,
CDC40, CXCLY, €XCL10, FAS, TRIM25, KITLG,
NDUFA9, SLC25A11, WHSC1, C1701f25,
HNRPD, ME2, CXCL11, IF¥20, SLCAA4, RBM25,
AK2, AGPAT5, MARCHS, SECIOL1, FLY13220,
KLHL24, STATI

92% [86%

85%

7%

88% |72%

162

HNEPD, WARS, EPAS]1, EIF4E, PRDX3,
PSME2. TK1, GMFB, DLGAP4, TYMS, CTSS,
CDC40, CXCL10, CIQBP, SLC25A11, C170rf25,
ME2, CXCLI11, SLC4A4, RBM25, CAMSAPI1LI,
CDCA2BPA, FAS, MARCHS, SECI0L1,
FLI13220, PBK, BRIP1, KLHL24, STATI

8% |79%

85%

2%

83% (76%

163

WARS, SFRS2, EIF4F, MTHFD2, PSMEZ2, TK/,
DLGAP4, TYMS, USP4, TES, DCK, CDCA40,
CXCL10, CHEK1, HNRPA3P1, NDUFAY,
SLC25A11, WHSCI, C170rf25, CA2, ME2,
RBBP4, SLC4A4, RBM25, FAS, SECI0LI,
F1.113220, BRIP1, TRMTS, STATI

69% |86%

194

83%

81% | 79%

164

HNRPD, WARS, MTHFD2, TK1, GMFB,
DLGAP4, TYMS, LMAN], CDC40, GTSE],
CXCL10, CHEK1, NDUFASY, SLC23A11, WHSC1,
C17ori25, CA2, ME2, FUT4, CXCL11, RBBP4,
RBM25, AK2, BRRN1, FAS, AGPATS, MARCHS,
PBK, BRIP1, STATI

81% (83%

92%

9%

81% [83%

165

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4, DCK,
CXCL9, CXCL1D, SLC25A11, C1QBP, NDUFAY,

73% |(83%

88%

T9%

8% |[T6%
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10

20

30

40



goooogao
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SvM

KPNB1, WHSC1, ME2, CXCLI1, SLC4A4,
RBM25, CDC42BPA, FAS, AGPATS, SECIOLI,
HNRPD, BRIP{, TRMTS, STATI

166

WARS, EIF4E, MTHFD2, PSME2, GMFR,
TYMS, TES, CDC40, IRF8, RABIF, CXCL10,
PLE4, TRIM25, SLC25A11, WHSC], C170r£25,
CA2, ME2, TLK1, CXCLI11, SLC4A4, RBM25,
CDC42EPA, FAS, RBBP4, SECI0L], PRK,
HNRPD, BRIP1, TRMTS, STAT1

167

JP 2009-521215 A 2009.6.4

INN

INN

73%

76%

1%

83%

T7%

76%

WARS, SFRS2, MTHFD2, PSME2, TK1,
DLGAP4, TYMS, DCK, CDC40, CXCLS,
CXCL10, FAS, CHEK 1, TRIM325, C1QBP,
SLC25A11, WHSCI, CA2, ME2, CXCLI1,
GZMB, TFT20, SLC4A4, RBM2S, hCAP-D3,
DDAILZ, SECTOL1, FLI13220, PBK, KLHL24,

_|STAT1

48%

93%

85%

76%

8%

72%

168

WARS, SFRS2, EIF4E, MTHFD2, PSME2,
MCM6, GMFB, DLGAP4, TYMS, LMANT1, DCE,
CDC40, CXCL9, CXCL10, FAS, NDUFA9,
WHSC1, HNRPD, ME2, SLC4A4, CXCLI1,
RBM25, NUP210, hCAP-D3, SECIOL1, PSATI,
KLHL24, STAT1

73%

79%

B1%

86%

85%

76%

169

SFRS2, EIF4L;, PRDX3, MTHED2, GMFR,
DLGAP4, TYMS, USP4, LMANI, DCK, ARF6,
CDC40, CXCL9, RABIF, CXCL10, KITLG,
CIQBP, SLC25A11, C170rf25, CA2, ME2,
CXCL11, SLC4A4, RBM25, CAMSAPIL 1, FAS,
HNRPD, BRIP1, STATI

73%

79%

5%

86%

83%

T6%

170

WARS, SFRS2, PAICS, EIF4E, PSME2, GMFB,
DLGAP4, TYMS, ARF6, MAD2L], SLC4A4,
CXCLY, IRF8, CXCL10, FAS, NDUFA9, WHSCI,
CA2, ME2, CXCL11, TLK1, RBM25, AK2,
AGPATS, MARCHS, FLY13220, TRMTS, STAT1

85%

83%

88%

83%

TT%

76%

171

SFRS2, EPAS], EIF4E, MTHFD2, GRP1, GMFB,
CTSS, LMAN1, CDCA40, CXCL9, CXCL10, FAS,
CHEK], SLC25A11, C1QBP, C170rf25, CA2,
ME2, IFT20, CXCL11, RBM25, BRRNI, ATP5A1,
RBBP4, FINRPD, BRIP1, STATI

§8%

86%

85%

86%

7%

79%

172

WARS, SFRS82, EIF4E, MTHFD?2, PSME2, TK1,
GMFB, DLGAD4, TYMS, CTSS, CDC40,

SLC4A4, CXCLIG, KITLG, SLC25A11, C1QBP,
NDUFAS, CA2, HNRPD, ME2, FUT4, CXCL11,

RBM25, ATP5A1, FAS, RBBP4, BRIP1, TRMTS,

STATI

81%

79%

96%

B6%

173

WARS, SFRS2, EIF4E, MTHFD2, PSMEZ,
GMFR, TYMS, TES, LMAN1, DCK, CXCL9,
CXCL10, KITLG, KENB1, SLC25A11, ME2,
CXCL11, IFT20, TLK.I, RBM25, CDC42RPA,
FAS, BAZIA, FL110534, MARCHS, SECI0LI,
HNRPD, BRIP1, TRMTS, STAT!

77%

79%

T

88%

83%

36%

73%

86%

174

HNRPD, WARS, SFRS2, EPAS], EIF4E,
MTHFD2, TK1, GMFB, DLGAPA,

LMAN1, CDC40, SLC4A4, CXCL9, IRF8, RARIF,
CXCL10, SLC25A11, NDUFAS, CA2, ME2,
CXCL11, RBBP4, REM25, NUP210, FAS,
SEC10L1, PBE, STAT1

83%

79%

83%

83%

85%

86%

175

HNRPD, WARS, EPAS], PRDX3, MTHED2,

| 85%

90%

88%

|83%

85%,

72%
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PSME2, DLGAP4, TYMS, CDC40, IRFS,
CXCL10, FAS, SLC25A11, CIQBP, CA2, ME2,
GZMB, TFT20, SLC4A4, AK2, NUP210, REBP4,
AGPATS, MARCHS, FLJ13220, STAT!

INN

INN

176

HNRPD, WARS, EIF4E, MTHFD2, PSME2,
GMFB, DLGAP4, TYMS, CXCLS, CXCLI0, FAS,
CIQBP, NDUFA9, SLC25A11, CA2, ME2,
RBBP4, SLC4A4, CXCL11, RBM25, ATPSAL,
DIDAH2, BAZ1A, PBK, BRIP1, STAT1

g1%

79%

88%

76%

88% |79%

177

HNRPD, WARS, SFRS2, EPASI, STATI, EIF4E,
PRDX3, PSME2, DLGAP4, TYMS, TES, LMANTI,
CDC4D), CXCL10, FAS, C1QBP, NDUFAY,
SLC25A11, CA2, ME2, GZMB, IFT20, CXCL11,
SLC4A4, RBM25, AK2, AGPATS,
DKFZp762E1312, SEC10I.1, BRIPI, KLHL24

96%

93%

92%

T6%

B8% |76%

178

WARS, EIF4E, PRDX3, MTHFD2, TK], GMFB,
TYMS, CDC40, CXCL?, [RFS, CXCL10, FAS,
CHEK], TRIM2S, SLL25411, NDUFAS9, CA2,
ME2, IFT20, RBM?25, AK?, AGPATS, MARCHS,
SECIOLL, FLI13220, PBK, HNRPD, STAT1

85%

83%

88%

79%

88% |T2%

179

WARS, EIF4E, PRDX3, MTHFD2, GBP1, GMFB,
DLGAP4, TYMS, USP4, IRFS, CXCL10, FAS,
TRIM2S, C1QBP, NDUFA9, SLC25A1 1, WHSCI,
CA2, HNRPD, ME2, GZMB, TLK1, CXCL11,
RBM23, DKFZp762E1312, PSATI, BRIP1,
TRMTS, KLHL24, STAT]

B5%

86%

88%

76%

B1% |76%

180

WARS, EPAS], STAT1, EIF4E, MTHFD2,
PSMEZ, TK1, GMFB, DLGAP4, TYMS, USP4,
LMANI, CXCLY, IRF8, CXCL10, C1QBP,
NDUFAS, SLC25A11, WHSC1, HNRPD, ME2,
CXCL11, IFT20, TLK1, SLC4A4, CDC4ZBPA,
SFRS2, FAS, PSATI

92%

90%

88%

79%

73% | 76%

i 181

WARS, EIF4E, PSMEZ, TK1, GMFB, DLGAP4,
TYMS, LMAN1, CDC40, CXCLY, FAS, PLK4,
CIQBP, CA2, HNRPD, ME2, CXCL11, RRM25,
RBRP4, SEC10L1, FLI13220, PBK, BRIPI,
TRMTS, KLHL24, ETNK1, STATI,

77%

79%

$1%

T9%

B3% |76%

182

WARS, SFRS2, EIF4E, MTIIFD2, GMFB,
DLGAP4, TYMS, LMANI, CDC40, CXCL9, IRTS,
GTSEL, CXCL10, HNRPA3P1, SLC25A11,
NDUFA9, CA2, HNRPD, ME2, RBRP4, SLC4A4,
RBM25, BRRN1, FAS, BAZ1A, BRIP1, STATI

88%

3%

85%

83%

7% | B6%

183

HNRPD, WARS, EPAS], EIF4E, MTHFD2, TK ],
GMFB, DLGAP4, LMANIL, ARF6, MAD2LI,
CDC40, CXCLS, CXCL10, HNRPA3P1, TRIM2S, .
C1QBP, NDUFAS, SLC25A11, WHSCI, Ct7urf23,
ME2, CXCLI11, SLC4A4, RBM25, DDA, TAS,
ETNK], STAT1

88%

190%

81%

86%

81% [79%

184

HNRPD, WARS, PAICS, MTHFD2, PSMEZ,
DLGAP4, TYMS, USP4, CXCLY, CXCLI0,
KITLG, C1QOBP, NDUFAY, SLC25A11, WHSCI,
MEZ, CXCL11, SLC4A4, REM25, NUP21D,
ATP3A1, CDC42BPA, FAS, MARCHS,
DKFZp762E1312, SECIOL], PBK, BRIP1, STAT1

73%

83%

77%

69%

69% | 69%

185

HNRPD, WARS, SFRS2, CPASI1, EIF4E,
MTHFD2, PSME2, GMFB, DLGAP4, DCK,
MAD2L], CXCL9, CXCL10, FAS, PLK4,

81%

86%

81%

86%

73% |83%
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—

TRIM25, KITLG, SLC25A11, WHSC1, ME2,
FUT4, CXCL11, SLC4A4, RBM25, NUP210,
DDAH?2, REBP4, BAZ1A, AGPATS, FLJ10534,
MARCHS, DKFZp762E1312, SEC10L1, PSAT!,
BRIP1, TRMTS, STATI

186

WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, GMFB, TYMS,
LMANI, ARF§, CDC40, CXCLY, IRFE, RABTF,
CXCL10, FAS, PLK4, CIQBP, NDUFAS9,
SLC25A11, WHSCI, C170rf25, ME2, FIIT4,
CXCLI11, IFT20, SL.C4A4, RBM25, AK2, SOCS6,
MARCHS, SEC10L1, FLY13220, PBK, IINRPD,
BRIP1, TRMTS, STAT1

85%

79%

85%

JP 2009-521215 A 2009.6.4

3NN

INN

9%

73%

T6%

187

HNRPD, WARS, SFRS2, EIF4E, MTHFD2,
PSMEZ, GMFB, DLGAP4, TYMS, UISP4, TES,
LMANI{, ARF6, CDC40, SLC4A4, CXCLS,
RABIF, CXCL10, FAS, PI.K4, CIQBP, NDUFAY, |77%
SLC25A1T, WHSCH, CAZ2, ME2, CXCL11, TLK1,
BRBM25, ATP5AL, CDC42BPA, RBBP4, AGPATS,
SECIO0L], FLI13220, PSATI, BRIF1, STATI

83%

85%

9%

81%

9%

188

HNRFD, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFRB, DLGAP4,
TYMS, USP4, CTSS, LMAN1, ARF6, MADZL],
CDC40, CXCLY, CXCL10, FAS, PLK4, NDUFAY, | 77%
WHSCI, C170r25, CA2, ME2, CXCL11, GZMB,
TLKI, SLC4A4, RBM25, AK2, NUP210, hCAP-
D3, DDAH2, RBBP4, PEK, BRIP1, STATI

£6%

85%

83%

85%

76%

189

WARS, EIF4E, PRDX3, MTHFD2, GMFE,
DLGAP4, TYMS, USP4, CTSS, ARF6, CDCA40,
SLC4A4, CXCL9, CXCLI0, FAS, SLC25A11,
CI1QBP, NDUFAY, WHSC1, C170rf25, CA2, MEZ, | 77%
FUT4, CXCL11, GZMB, TLK 1, RBM25, NUF210,
CDCAZBPA, AGPATS, MARCHS, SECIOL],
PBK, HNRPD, TRMTS, KLHIL24, STAT1

79%

96%

79%

B5%

72%

190

HNRPD, WARS, SFRS2, BPAS], EIF4E,
MTIIFD2, PSMEZ, GBP1, DLGAP4, TYMS, TES,
LMANI, ARF8, CDC40, CXCL9, IRFS, CXCL10,
FAS, TRIM25, SLC25A11, NDUFAY, WHSCI, - - [92%
CA2, ME2, TLK1, CXCL11, SLCAA4, RBM25,
AK2, hCAP-D3, DDA, FLY10534, SECT0L],
BRIP1, STATI

79%

85%

B3%

69%

9%

191

WARS, EPAS], EIF4E, PRDX3, MTHFDZ,
PSME2, DLGAP4, TYMS, TES, LMAN1, CDC40,
CXCL9, IRF8, RABIF, CXCL10, FAS, SLC25A11,
CIQBP, NDUFA9, WHSCI, CA2, ME2, CXCL11,
SLC4A4, RBM2S, AK2, hCAP-D3, SOCS6,
CDC42BPA, FLI10534, DKFZp762E1312,
SEC10L1, FLJ13220, PBE, HENRPD, TRMTS,
STAT!

%

83%

85%

76%

85%

719%

192

WARS, STRS2, STAT1, EIF4E, PRDX3,
MTLFD2, PSME2, MCM6, TK1, GMFB,
DLGAP4, TYMS, CTSS, CDCA0, CXCL,
CXCL10, PLK4, KITLG, SLC25A11, CIQRP,
NDUTAS, C170rf25, CA2, ME2, CXCL11, IFT20,
RBM25, hCAP-D3, ATFSAI, FAS, FLI10534,
MARCHS, SEC10L1, PBK, INRPD, BRIP1,

13%

|

TRMTS

86%

85%

B3%

85%

83%

goooogao
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193

HNRFD, WARS, EPAS], STATI, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, TES, MAD2L1, CXCL9, CXCL10, FAS,

sl C25A11 WIISC1, Cl7orf25, CA2, I\!IE2
SLC4A4, RBM..,S hCAP-D3, SOCSG BAZ1A,
FLI10534, SECIOLI FLI13220, PBK, BRIP1

PLK4, HNRPASP], C]QBP NDUFA9, 7% |76%

B5%

INN

83%

8l1%

2%

194

SFRS2, PAICS, EIF4E, PRDX3, MTHFD2,
PSME2 TK1, GMFB, DLGAP4, TYMS, TES
CTSS, LMANI1, CDC40, CXCL9 CXCLI10, FAS,

CA2, ME2, CXCL11, IFT20, RBBP4, SLCAAA,
RBM25, AKZ, hCAP-D3 BREN]I CDC42BPA,
MARCHS, FLY13220, HINKPD, STATI

TRIM23, CIQBP NDUFA®Y, SLC25A11, WHSC] 7% |83%

85%

83%

81%

76%

195

WARS, SFRS2, EPASI, EIF4E, SFPQ, MTHFDZ,
PSMEZ, MCM6, GMFR, DLGAP4 TYMS, USP4,
DCK, ARF6, CDXC40, CXCLIO FAS, CHEK1,

MEZ, GZMB RBBP4, TLK1, SLC4Ad, CXCLI1,
RBM25, ATP5AI, AGPATS FLJ10534, FLJ[3220
ETNKI, STATI

HNRPA3P1, SL.C25A11, NDUFAY, CA2, I{NRPD 81% |86%

88%

76%

B5%

9%

156

WARS, SFRS2, STATI, EIF4E, PRDX3,
MTHFD2, PSME2, MCMS, GMFB, DLGAPA,
TYMS, ARF6, CDCAG, SL.CAA4, CXCL9, GTSE,

NDUFA9 SLC25A11, WHSCL, C170ri23, CA2,
HNRPD, ME2, CXCL11, RBBP4 RBM25, AK2,
CDC42BPA, MARCHS, TRMTS KLHL24

RABIF, CXCLI0, FAS HNRPABPI KITLG, 88% | 83%

88%

9%

28%

2%

197

WARS, SFRS2, EPASI, STAT1, E[F4E, PRDX3,
MTHFD2, PSME2, GMFR, DLGAP4, TYMS,
DCK, CDCA40, CXCLY, RABIF, CXCLI0, FAS,

WHBSC1, CA2, HNRPD, ME2, FUT4, CXCLi1,
RBM235, CDC42BPA, MARCHS,
DKFZp762E1312, SEC10L1, PRK

PLEA, KITLG, C1QBP, NDUFAS, SLC25A11, 7% | 79%

85%

79%

88%

79%

198

WARS, SFRS2, EPAS1, EIFAE, SFPQ, MTHFD?,
PSME2, GMFB, DLGAP4, TYMS, USP4, CDC40,
RABIF, CXCL10, PLK4, KITLG, CIQBP,

CXCL11, IFT20, RBM25, CAMSAPILI, BRRN1,
FAS, AGPATS, PSATL, HNRPD, TRMTS,
KLHL24, ETNK]I, STATI

NDUFA9, SLC25A11, WHSCI1, C17orf25, ME2, |85% |90%

1%

83%

7%

66%

159

HNRPD, WARS, SFRS2, EPASI], EIF4E, PRDXB
MT[-IFDZ PSME2, GMFB, DLGAP4, TYMS, TES
LMANI, ARF6, CDCAQ, CXCLQ CXCL10, FAS,

CA2, ME2, GZMB, RBBP4, TLK1, CXCLI1,
RBM25, AK2, 80CS6, AGPATS, SEC10L1, PBE,
STATI1

200

SFRS2, PAICS, FIF4E, PRDX3, PSMEZ, GMFB,
DLGAP4, TYMS, DCK, ARF6, MADZL1, CDCA40,
CXCL9, GTSEL, RABIF, CXCL1(, FAS, C1QBP,

GZMB, IFT20, CXCL11, REM25, AK2, hCAP-D3,
BRRN1, AGPATS5, DKFZp762E1312, PBK,
PSATI, HNRPD, TRMTS5, ETNK]1, STAT]

KITLG, CIQ_BP, NDUFA9, KPNB1, SLC25A11, |92% (90%

96%

76%

83%

76%

NDUFAS, SL.C25A11, C17orf25, CAZ, ME2, 81% |86%

88%

79%

73%

2%

1201

HNRPD, WARS, SFRS2, STATI, EIF4E, 88% [93%
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MTHFD2, PSME2, DLGAP4, TYMS, CXCLS,
GTSEL, CXCLI10, FAS, CHEK1, HNRPA3P1,
TRIMZS KITLG, NDUFAS, SLC25AT11, WHSLI
CA2, ME2, GZMB, IFT20, SLCAAA4, CXCL11,
RBM25, CAMSAPIL1, hCAP-D3, BRRN],
AGPATS, MARCHS, DK_FZp'?62E1312 SECI10LI,
PEK, BRIP1

INN

202

WARS, SFRS2, STAT1, MTHFD2, PSME2,
MCMS§, GMFR, DLGAP4, TYMS, USP4, CT" 58,
ARF6, CDC40, CXCLY, CXCLI0, FAS,
HNRPA3P1, SLC25A11, CA2, HNRPD, ME2,
FUT4, RBBP4, TLK1, CXCLII SL.C4A4, RBM25
AK2, CDCA2BPA, AGPATS DKFZp762EISI2
SECIGL1, FLY13220, PBK, KLHL24, ETNK ]

85%

]

86%

92%

T6%

73%

T2%

203

WARS, SFRS2, STAT1, MTHFD2, PSMEZ,
GMFB, DLGAP4, SLC4A4, CXCLS, CXCLI0,
FAS, CHEK1, TRIM25, KITLG, SLC25A11,
C1QBP, NDUFAY, KPNB1, WHSC1, ME2,
CXCL11, IFT20, REBM25, NUP210, CAMSAPILI,
BRRN1, CDC42BPA, DDAH2, AGPATS,
DKFZp762E1312, SEC10L1, FLJ13220, PBK,
HNRPD, TRMTS, KLHI 24

92%

86%

85%

76%

69%

69%

204

WARS, SFRS2, EPAS], EIF4E, PSME2, MCMS,
GMFB, DLGAP4, TYMS, DCK ., ARF6, SLC4A4,
CXCL9, TRFS, CXCL10, FAS, KITLG, NDUFAD,
SLC25A11, WHSC1, CA2, HNRPD, ME2, FUT4,
GZMB, IFT20, RBBP4, CXCL] 1, RBM25, AK2,
AGPATS, MARCHS, SEC10L1, FL)13220, PRK,
BRIP1, ETNKI, STATI

B5%

83%

B3%

76%

21%

2%

205

WARS, SFRS2, EFAS], BIF4E, MTHFD?2,
PSME2, GMFB, DLGAP4, TYMS, USP4, CTSS,
LMANI1, MADZLI, CDC40, SL.C4A4, CXCL.9,
GTSEI, RABIF CXCL10, FAS, PLK4, TRIM25,
CIQBP, NDUFAY, SLC25A11, CA2, HNRPD,
ME2, CXCL11, TFT20, RBM25 BRRNI,
CDCA42BPA, DDAH2, PSATI, KLHI.24, STATI

96%

$6%

81%

79%

85%

2%

206

WARS, PAICS, EIF4E, MTHFD?, PSMEZ, TK1,
GMFB, DLGAP4, TYMS, ARF6, SLC4A4,
CXCLY, CXCL10, FAS, PLK4, TRIM2S,
SLC25A11, C1QBP, NDUFAS, KPNBI, WHSC1,
C17orf25, HNRPD, ME2, CXCL11, IFT20, TLK1,
RBM25, AK2, AGPATS, SECI0L1, FLI13220,
BRIP1, TRMTS, KLHL24, STAT1

81%

83%

88%

90%

7%

9%

207

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSMEZ, GMFB, DLGAP4, TYMS, LMAN],
ARF6, CDCA40, CXCLY, CXCL10, FAS,
HNRPA3PL, KITLG, SLC25A11, C1QBP,
NDUFA9, KPNB1, WEHSC1, C170rf25, CA2,
HNRPD, ME2, FUT4, CXCL11, GZMB, IFT20,
SLC4A4, RBM25, AK2, SEC10L1, PBK, BRIP1,
STATI

85%

20%

6%

T9%

83%

79%

208

HNRPD, WARS, EPAS|, STATI, EIF4E, PRDX3,

MTHFD2, PSMEZ, GBP1, TK1, GMFRB, DLGAP4,
TYMS, TES, CDC40, CXCL9, IRFS, GTSE],
CXCLL0, FAS, C1QBP, NDUFAS, C170rf25,
ME2, SLC4A4, CXCL11, RBM23, NUP210,
FLJ10534, MARCHS, DEEZp762E1312,

%

9%

81%

83%

73%

72%
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FLJ13220, PBK, BRIP1, TRMTS5, ETNK |

209

WARS, EIFAE, PRDX3, MTHFD2, PSME2,
DLGAP4, TYMS, USP4, LMAN1, MAD2L1,
CDCA40, SLC4A4, CXCL, IRFS, GTSEL, RABIF,
CXCLI10, FAS, TRIM25, C1QBP, NDUFAS,
SLC25A11, C17orf25, CA2, ME2, CXCL11,
GZMB, [FT20, TLK1, RBM25, AK2, SOCSS,
RBEP4, AGPATS, MARCHS, SECI0L], PRE,
HNRPD, STATI

85%

86%

§8% |79%

85%

76%

210

HNRPD, WARS, SFRS2, STATI, EIF4E, SFFQ,
PRDX3, MTHFD2, PSME2, MCMG, DLGAP4,
TYMS, ARF6, MADZL1, CDCA40, CXCL9, RARIF,
CXCL10, PLK4, CHEK 1, TRIM25, CIQRP, -
NDUFA9, WHSCI, C17orf25, CA2, ME2,
CXCL11, TLK!, BRRN1, SOCS6, FAS, AGPATS,
MARCHS, FLI113220, PBK, TRMTS, KLIIL24

7%

79%

85% 86%

81%

T9%

211

WARS, PAICS, EIF4E, PRDX3, MTHFD2,
PSME2, TK |, GMFB, DLGAP4, TYMS, USP4,
DCK, MAD2L1, CDC40, RARIF, CXCL10, FAS,
HNRPA3P1, SLC25A11, NDUFA9, Cl7orf25,
ME2, CXCLI 1, SLC4A4, RBM2S5, AK2, hCAP-
D3, SOCS6, DDAH2, RBBP4, AGPATS,
DKFZp762E1312, SECIOL, PBK, PSATI,
HNRPD, BRIP1, ETNK1, STAT1

1%

79%

85% |76%

81%

72%

212

HNRPD), WARS, EPAS1, STATI, EIF4E,
MTHFD2, GBP1, TK1, GMEB, DLGAP4, TYMS,
LMAN], DCK, CDC40, CXCL9, IRF8, CXCL10,

'FAS, PLK4, HNRPA3P1, SLC25A11, NDUTA9,

KPNB1, WHSC1, CA2, ME2, CXCLI1, GZMB,
RRBP4, SLC4A4, RBM25, NUP210, DDAH2,
PBK, KLHL24, ETNK]

R1%

83%

8% | 76%

T1%

9%

213

HNRPD, WARS, SFRS2, STAT!, GIF4E, PRDX3,
MTHID2, GMFB, DLGAP4, TYMS, DCK, ARF6,
CDCA40, CXCL9, [RF8, CXCL10, FAS, TRIM25,
SLC25A11, C1QRP, Cl70rf25, CA2, ME2,
CXCL11, GZMB, IFT20, TLK1, RBM25, AK2,
CDCAZRPA, SECIOL1, FLY13220, PBK, BRIFL,
KLHL24, EINK1

160%

920%

52% |72%

B5%

79%

214

WARS, EIF4E, MTHFD2, PSME2, TK1, GMFR,
DLGAP4, TYMS, USP4, CDC40, CXCLY, IRFS,
GTSE1, CXCL10, FAS, PLK4, TRIM25, C1QBP,
S1.C25A11, C170rR25, CA2, HINRPD, ME2,
CXCL11, IFT20, AK2, BRRN1, SOCSS,
CDC42BPA, SFRS2, RBBP4, MARCHS,
SEC10L1, FLY13220, PSATI, BRIP!, TRMTS,
KLHL24, STAT1

81%

T9%

85% |79%

85%

2%

213

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
MAD2ZL1, CDC40, CXCL9, IRFS, GTSEL,
CXCL10, SLC25A11, NDUFAS, WHSC1, CAZ,
ME2, CXCL11, [FT20, REM25, AK2, BRRNI,
CDC42BPA, FAS, RBEP4, BAZI A, AGPATS,
SECIOLI, FLJ13220, PBK, BRIP |, KLHI.24,
ETNKI, STATI

85%

86%

88% |72%

81%

7%

216

HNRPD, WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHI'D2, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSE, LMANI, CDC40, CXCIL9, IRFR, CXCI.10,

73%

83%

B8% |79%

85%

2%

goooogao

10

20

30

40



goooogao

(84)

JP 2009-521215 A 2009.6.4

SV

FAS, PLK4, HNRPA3P1, KITLG, CIQRP,
NDUFASY, SLC25A11, WHSC], Cl17orf25, CA2,
ME2, CXCL11, RBM25, AK2, hCAP-D3, RAZIA,
AGPATS, DKFZp762E1312, PBK, BRIP1

3NN

INN

WARS, EIF4E, MTHFD2, PSME2, MCMS,
DL(GAP4, TYMS, USP4, TES, DCK, ARFS,
MAD2L1, CDC40, CXCL9, IRF8, CXCL10, PLKA4,
HNRPA3P1, TRIM2S, SLC25A11, C1QBP,
WHSC1, CA2, ME2, CXCL11, GZMB, IFT20,
TLK1, SLC4A4, RBM25, SOCS6, DDAHZ, FAS,
FLJ13220, PBK, KLHL24, ETNK1, STATI

85% |86%

81%

9%

7%

76%

218

WARS, SFRS2, EPASI1, STATI, PAICS, PRDX3,
MTHFDZ, PSME2, MCM6, GMFB, DLGAP4,
TYMS, USP4, TES, LMAN1, SLC4A4, CXCL9,
IRFB, CXCL10, TAS, PLK4, CHEK1, HNRPA3PI,
TRIM25, C1QBP, NDUFAS, CA2, ME2, FUT4,
CXCL11, RBM25, AK2, ATPSAl, AGPATS,
SECIOL1, FLY13220, HNRPD, KLHL24

1% [B83%

85%

83%

B8%

76%

219

WARS, SFRS?, EIF4E, PRDX3, MTHFD2,
PSMEZ2, GBP1, GMFB, DLGAPA, TYMS, USP4,
CDCAO, CXCLY, CXCL10, FAS, PLKA4,
HNRPA3P1, ST.C25A11, NDUFAS, WHSC,
C170rf25, CA2, ME2, CXCL11, IFT20, RBM25,
hCAP-D3, ATP5A1, RBBP4, AGPATS, FLI10534,
MARCHS, SECI0L1, HNRPD, BRIP1, XLIT1.24,
STATI

1% [79%

85%

T9%

88%

76%

220

HNRPD, WARS, SFRS2, EPAS], SFPQ, PRDX3,
MTHFD2, PSME2, GMFB, TYMS, USP4, TES,
LMAN1, CD(40, CXCLY, CXCL10, FAS, C1QBP,
SLC25A11, WHSC1, CAZ, ME2, FUT4, TLK],
CXCL11, SLC4A4, RBM25, hCAP-D3, DDAH?,
BAZ1A, FLI10534, MARCHS, FLJ13220, PBK,
PSAT1, BRIP1, TRMTS, STATI

73% 179%

85%

79%

| B5%

83%

221

HNRPD, EPAS|, STAT1, PRDX3, MTIIFDZ,
PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
CTSS, DCK, CXCL9, CXCL10, FAS, CHEKI,
HNRPA3P1, CIQBP, NDLFAY, KPNBI,
SLC25A11, WHSCI1, CA2, ME2, CXCL11, TLK],
RBM25, ATP5A1, DDAT2, RBBP4, SECIOLI,
PBK, BRIP1, ETNK1

8i% |83%

88%

83%

85%

86%

222

WARS, SFRS2, FIF4E, MTHED?, PSME2,
DLGAP4, TYMS, ARF6, CXCLY, IRF8, GTSE1,
RABIF, CXCL10, FAS, PLK4, KITLG,
SLC25A11, C1QBP, NDUFA9, ME2, CXCL11,
GZMB, [FT20, RBRP4, SLC4A4, RBM25, AK2,

BAZ1A, AGPATS, MARCHS, FLI13220, HNRPD,

BRIP1, KLHL24, ETNK], STATI

88% !86%

92%

2%

81%

T2%

223

HNRPD, WARS, SFRS2, STAT|, EIF4E,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
LMAN1, ARF6, CXCL9, GTSE], CXCL10, FAS,
PLKA4, HNRPA3P1, TRIM25, KITLG, C10BP,
SLC25A11, WHSCL, C170r25, CA2, ME2,
CXCL11, TLK1, RBM25, ATPSA1, AGPATS,
FLI10534, MARCHS, FLJ13220, PRK, BRIP1,

'TRMTS

85% (8%

88%

76%

81%

83%

224

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFDZ, PSME2, GMFB, DLGAP4, TYMS,

goooogao
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USP4, TES, CDC40, SLC4A4, CXCLY, CXCLI0,
FAS, TRIM25, KITLG, C1QBP, NDUFAS,
Cl70rf25, CA2, ME2, GZMB, TLK1, CXCLI11,
REBM25, CAMSAPIL], CDCAZBPA, DDA,
BAZ1A, AGPATS, SECIOL1, PBK, KLHL24,
ETNK1, STATI

INN

225

WARS, EIF4E, PRDX3, MTHFDZ, PSMFZ,
GMFB, DLGAP4, TYMS, USP4, CTSS, ARFG6,
CDC40, CXCL9, IRF8, CXCL10, FAS, PLK4,
CHEK1, TRIM25, C1QBP, NDUFA9, SLC25A11,
WHSCI, CA2, HNRPD, ME2, CXCL11, GZMB,
IFT2, RBBP4, SLCAA4, RBM25, ATP5A1, PRK,
BRIP1, TRMTS, STATI

81%

7%

88% |[76%

B8%

7%

226

HNRPD, WARS, SFRS2, EIF4E, MTHFIZ,
PSME2, GMFB, DI.GAP4, TYMS, LMANI, DCK,
CXCLS, CXCL10, FAS, HNRPA3P1, TRIM2S,
CIQBP, NDUFAY, SLC25A11, WHSC1, ME2,
SLC4A4, CXCL11, RBM25, BRRNL, BAZIA,
AGPATS5, FLY10534, MARCHS, SEC10LI,
FLY13220, PBK, PSATI, BRIP], TRMTS, ETNKL,
STATL

7%

79%

T7% |86%

3%

69%

227

HNKPD, WARS, SFRS2, EPAS1, PRDX3,
PSME2, GBP1, TK1, DLGAP4, TYMS, DCK,
ARF6, CDC40, CXCL9, GTSEI, RABRIF, CXCL10
FAS, TRIM25, C1QBF, NDUFAS, SLC25A1 1,
Ci7or25, CA2, ME2, CXCL11, GZMB, IFT20),
RBBP4, RBM25, AGPATS, MARCHS, SEC10LI,
FLI13220, PBK, BRIP1, STATI

>

81%

90%

92% |76%

88%

69%

228

WARS, SFRS2, EPAS], STATI, EIF4F,
MTHFD2, GMFB, DLGAP4, TYMS, TES, CTSS,
CXCL9, CXCL10, FAS, PLK4, CHEK1, TRIM2S,
SLC25A11, NDUFA9, WHSC1, Cl70rf25, CA2,
ME2, FUT4, CXCL11, SLC4A4, RBM23, AK2,
BRRN1, CDC42ZBPA, DDAH2, AGPATS,
MARCHS, PBK, HNRPD, KLIIL.24

T7%

83%

8% |76%

88%

T6%

229

HNRPD, WARS, SFRS2, EPAS1, PAICS, EIF4E,
PRDX3, MTHFD2, PSME2, DLGAP4, TYMS,
CXCL9, IRF8, RABIF, FAS, PLK4, TRIM?S,
SLC25A11, C1QBP, WHSCI, Cl7arf25, CAZ2,
ME2, FUT4, CXCL11, GZMB, IFT20, RBM25,

TRMTS, STAT]

S0CS6, DDAH2, MARCHS, PBK, PSATI, BRIP],

85%

86%

85% |72%

85%

76%

230

WARS, SFRS2, STAT1, MTHFD2, PSMEZ,
GMFB, DLGAP4, TYMS, USP4, TES, ARFS,
CDCA0, CXCLY, CXCL10, FAS, HNRPA3PI,
CIQBP, SLC25A11, WHSC1, ME2, CXCLI],
RBBP4, SLC4A4, RBM25, AK2, hCAP-D3,
CDCA42BPA, FLT10534, SECI0L1, FLI13220,
PBK, PSAT1, HNRFD, BRIP1, TRMTS, KLHL24

73%

43%

B1% [76%

69%

66%

231

SFRS82, EPASI, EIF4E, MTHFD2, PSME?2,
MCMS, TK1, GMFB, DLGAP4, TYMS, CTSS,
LMAN], CXCL9, IRF8, CXCL10, CHEK1,
HNRPA3P1, KITLG, SLC25A11, C1QBP,
NDUFA9, WHSCI, Cl7orf25, MEZ, FLIT4,
CXCLI1, GZMB, REM25, CDC42BPA, FAS,
RBBP4, AGPATS, FLI10534, SECIOLI,

| FLI13220, PBK, HNRPD, TRMTS, STA'1']

73%

70%

92% |72%

7%

T6%
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232

HNRPI, WARS, SFRS2, PAICS, EIF4E,
MTHFD2, PSMEZ, MCMS, GBFI, TK1, GMFEB,
DLGAP4, TYMS, USP4 TES, CDC40 CXClL9,
IRFE, RABIF, CXCLI10, CI{EKI CIQBP,
NDUFAS, SLC25A11, WIISCI, CAZ, ME2, FUT4,
CXCL11, IFT20, TLKI, SLC4A4 RBM25,
NUP210, CAMSAPILI BRRN1, FAS, RBBP4
BAZIA, FLJ10534, MARCHS SEC]UL]
FLI13220, PBK, PSATI, KLHL24 STATI

233

73%

79%

38%

WARS EIF4E, PRDX3, MTHFD2, PSME2,
GMEB, DLGAP4, TYMS USP4, IES LMANI

DCK, ARF6, MAD2L1, CDC40, SLC4A4, CXCLY,

GTSEL, CXCLI0, FAS, KITLG, NDUFAS,
SLC25A11, WHSCL, Cl7arf25, CA2, HNRPD,
ME2, FUT4, CXCL11, GZMB, IFT20, TLKI,
RBM25, AK?, CAMSAPIL1, DDAHZ, RRBF4,
BAZ1A, AGPATS, SEC10L1, PBK, BRIP1,
KLHL24, ETNK1, STATI

7%

7%

INN

6%

81% |83%

02%

76%

88% |76%

234

WARS, SFRS2, EPASI, STATI, PAICS, EIF4E,
PRDX3, MTHFDZ, PSME2, GBP1, GMFB,
DLGAP4, TYMS, ARF6, CDC40, CXCLS, IRFE,
RABIF, CXCLI0, FAS, SLC25A11, NDUFAS,
C170ri23, CA2, ME2, CXCL11, GZMB, IFT20,
RBBP4, TLK1, SLC4A4, RBM25, NUP210,

BRRNI1, ATP5A1, AGPATS, MARCHS, SEC10L],

PBXK, PSATI, HNRPD, BRIP1, TRMTS

85%

90%

92%

79%

7% |83%

235

WARS, SFRS2, EPAS1, STATI, EIF4E, PRDX3,
MTHFD2, PSME2, GMEB, DLGAP4, TYMS,
USP4, CTSS, DCK, ARF6, MAD2L1, CDCA40,
CXCL9, CXCL10, PLK4, CHEK1, TRIMZ5,
KITLG, SL.C25A11, CIQBP, KPNB1, WHSC!,
C170rf25, CA2, HNRPD, ME2, GZMB, CXCLI11,
RBM23, BRRN1, ATP5A1, CDC42BPA, DDAHD,
FAS, BAZ1A, AGPATS, FLI10534, MARCHS,
SEC10L1, PBK, TRMTS, KLHI.24, ETNK]

81%

90%

92%

T6%

853% 699%

236

HNRPD, WARS, SFRS2, EPAS1, EIF4E,
MTHFD2, PSME2, TK1, GMFB, DLGAPA,

TYMS, USP4, TES, CTSS, DCK, ARF6, MADZL.1,

CDC490, CXCLY, RABIF, CXCL10, CHEK],
HNRPA3P1, TRIM25, KITLG, C1QBP, NDUFAD,
KPNB1, SLC25A11, WHSCI, CA2, ME2, GZMR,
SLC4A4, CXCL11, RBM25, AK2, ATP5AL,
DDAH2, FAS, BAZ1A, DKFZp762E1312,
SECIOL1, FLI13220, BRIP1, TRMTS, ETNKI,
STATI

8%

83%

B8%

2%

1% |76%

237

WARS, SFRS2, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, USP4, DCK, ARFS, MADZL1, SLC4A4,
CXCLY, GTSE1, CXCL10, FAS, HNRPA3P1,
KITLG, SLC25A11, C1QBP, NDUFAS, KPNBI,
C170rf25, CA2, HNRPD, ME2, CXCL11, GZMB,
IFT20, RBBP4, RBM25, AK2, ATPSAL, BAZIA,
AGPATS, SEC10L1, FLJ13220, PBK, BRIPI,
ETNKL, STATI

TT%

83%

92%

83%

81% |76%

238

HNRPD, WARS, SFRSZ, EPAS1, EIF4E, PRDX3,

MTHFD2, PSME2, GMFB, DLGAP4, TYMS, TES,

CTSS, LMAN], SLC4A4, CXCL9, IRF8, GTSEI,

CXCLI10, CHEK1, TRIM25, KITLG, SLC25A11,

83%

86%

38%

86%

&5% | 79%
I
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SVM

3NN

| CIQBP, NDUFA9, KPNB1, WHSC1, C17ar{25,
CA2, ME2, FUT4, TLK1, CXCL11, RBM25,
BRRN1, DDAH2, FAS, REBP4, AGPATS,
FLI10534, MARCHS, SECI0LI, FL113220, PBK,
TRMTS, STAT1

INN

239

HNRPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2Z, PSME2, TK1, GMFB, DLGAP4,
TYMS, DCK, CDCA40, CXCLY, IRFS, GTSEL
RABIF, CXCL10, FAS, CHEKI1, SLC25A11,
C1QBP, NDUFAS, WHSC1, C170rf25, CA2, ME2,
IFT20, CXCL11, SLC4A4, RBM25, AK2, hCAP-
D3, ATPSAL, SOCS6, DDAHZ, FLI1(534,
MARCHS, SECI0L1, PBK, PSATI, BRIP1,
STATI

69% |79%

88%

83%

31%

6%

240

WARS, SFRS2, EPAS], STATI, EIF4E, PRDX3,
MTHFD2, TK1, GMFB, DLGAP4, TYMS, CTSS,
LMANI, ARF6, MADZLI, CXCLY, IRF8, RAEIT,
CXCLID, FAS, HNRPA3P1, TRIM2S, KITLG,
CLQBP, NDUFA®, SLC25A11, WIISCI, Cl70rf25,
HNRPD, ME2, GZMB, SLC4A4, CXCL11,
RBM25, AK2, CAMSAPIL1, hCAP-D3, BRRNI,
CDC42BPA, RBBP4, BAZ1A, FLI10534,
SEC10L1, BRIP1, KLHL24, ETNKI1

B1% |83%

96%

69%

81%

76%

241

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAPA4,
TYMS, LMAN1, MAD2L1, CDC40, CXCLY,
RABIF, CXCL10, FAS, PLK4, TRIM2S,
SLC25A11, NDUFA9, KPNB1, WHSC1, CAZ,
ME2, CXCL11, TLK1, SLC4A4, RBM25, hCAP-
D3, BRRN1, SOCS6, CDC42BPA, DDAH?,
RBBP4, BAZ1A, AGPATS, DKFZp762E1312,
SECI0LI, PBK, BRIP1, KLHL24, ETNK1, STATI

73% 179%

88%

83%

92%

9%

242

WARS, STATI, EIF4E, MTHFD2, PSME2, TK1,
GMFB, DLGAP4, TYMS, USP4, CTSS, LMAN1,
DCK, ARF6, MADZL1, CDC40, CXCLY, RABIF,
CXCL10, FAS, PLK4, TRIM25, KITLG,
SLC25A11, C1QBP, NDUFA9, KPNB1, C170r25,
CA2, ME2, CXCL11, GZMB, SLC4A4, RBM?25,
AKZ2, hCAP-D3, DDAH?, RBBP4, BAZ1A,
PSATI, HNRPD, BRIP1, TRMTS, KLHL24,
ETNK1

81% |83%

85%

79%

81%

6%

243

WARS, SFRS2, EPASI, EIF4E, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4, CTSS,
LMANI, CDC40, SLC4A4, CXCL9, CXCL10,
FAS, PLK4, CHEK !, KITLG, C1QBP, NDUFAS,
WHSCI1, CA2, HNRPD, ME2, CXCL11, GZMB,
'TLK1, RBM25, AK2, hCAP-D3, BRRN1,
CDC42BPA, RBEP4, BAZ1 A, AGPATS,
SEC10L1, FLJ13220, PBK, BRIP1, K LHL24,
ETNK]1, STATI

83% |83%

92%

79%

7%

2%

244

WARS, SFRS2, EPASI, STATI, EIF4E, PRDX3,
MTHFDZ, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, USP4, ARF6, CDC40, SLC4A4, CXCLS,
RABIF, CXCL10, FAS, PLK4, CHEK 1, KITLG,
SLC235A11, CIQBP, NDUFA9, WHSC1, CA2,
HNRPD, ME2, CXCL11, GZMB, IFT20, RBM25,
CAMSAPILI, BRRN1, CDC42BPA, BAZ1A,

| AGPATS, FLI10534, DKFZp762E1312, PEK,

31% |83%

88%

79%

81%

69%
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ETNK1

245

HNRPD, WARS, SFRS2, EPAS], PAICS, EIF4E,
PRDX3, MTHFDZ, PSMF2, MCM6, GMFB,
DLGAP4, TYMS, TES, DCK, CDCA0, SLC4A4,
CXCL9, CXCL10, PLK4, CHEK1, HNRPA3P1,
KITLG, C1QBP, NDUFAY, SLC25A11, WHSCI,
CA2, ME2, GZMB, RBBP4, CXCL11, RBM25,
AK2, NUP210, CAMSAPIL1, hCAP-D3,
CDC42BPA, FAS, MARCHS, SECIOL], PBK,
ETNKI, STAT!?

7% (86%

88%

76%

1% 176%

246

WARS, SFRS2, EPAS], EIFAE, PRDX3,
MTHFD2, PSME2, GBP1, GMFB, DLGAP4,
TYMS, TES, LMANI, CDC40, SLC4Ad, CXCLS,
RABIF, CXCL10, FAS, PLK4, HNRPAIP1,
SLC25A11, CIQBP, NDUFA9, KPNBE, WHSCI,
Cl7orf25, CA2, ME2, FUT4, GZMB, TLK1,
CXCL11, RBM25, CAMSAPIL1, DDAH2,
AGPATS5, MARCHS, SEC10L1, FLT13220, PBK,
HNRPD, BRIP1, ETNK 1, STAT]

7% |83%

92%

79%

81% [79%

247

WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD?, PSME2, GBP1, GMFB, DLGAP4,
TYMS, USP4, TES, MAD2L1, CDCA40, SLC4A4,
CXCLS, IRF8, GTSE1, CXCL10, PLK4, KITLG,
C10QBP, NDUFAS, KPNBI, SLC25A1t, WEISC1,
Cl7orf25, CA2, ME2, IFT20, RBBP4, CXCLI11,
RBM25, AK2, CAMSAPILL, CDC42BPA, FAS,
AGPATS, FLI10534, MARCHS, SEC10L1, PBK,
HNRPD, BRIP1, KLHL24, ETNK], STAT!

7% |83%

85%

7%%

85% {72%

248

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFDZ, PSME2, MCM§, GBP1, TK1, GMFB,
DILGAP4, TYMS, USP4, DCK, CDCA0, CXCLY,
GTSE1, RABIF, CXCLI0, FAS, PLK4, TRIM25,
CIQBP, NDUFA9, SLC25A11, WHSCL, Cl7orf25,
CA2, ME2, FUT4, GZMB, IFT20, RBBP4,
CXCL11, SLC4A4, RBM25, BRRN1, AGPATS,
FLI10534, MARCHS, FLI13220, PSAT1, TRMTS,
KLHI.24, ETNK1, STAT1

TI% |86%

88%

T6%

81% |69%

249

HNRPLU, WARS, SFRS2, EPAS], EIF4E,
MTHFD2, PSMEZ, GMFB, DLGAP4, TYMS,
USP4, MAD2L1, SLCAA4, CXCL9, GTSE1,
CXCLI10, FAS, PLK4, TRIM25, KITLG, NDUFAS,
KPNB1, WHSCI, C170rf25, CA2, ME2, FUT4,
CXCL11, GZMB, TF120, TLK]1, RBM25,
CAMSAPILIL, BRRN1, SOCS6, CDCA2BPA,
BAZ1A, AGPATS, MARCHS, SECI0LI,
FLJ13220, KLHL24, ETNK1, STAT1

92% 97%

88%

T6%

85% |79%

250

HNRPD, WARS, SFRS2, FPAS], EIF4E, SFPOQ,
PRDX3, MTHFD2, PSME2, GMFB, DLGAP4,
TYMS, USP4, ARF6, CDCAD, CXCLY, CXCLI0,
FAS, CHEK, TRIM2S, NDUFA9, KPNB],
SLC25A11, Cl70rf25, CA2, ME2, CXCL11,
IFT20, TLK1, SLC4A4, KBM25, AK2, RRRN1,
ATP3Al, DDAHZ, BAZ1A, AGPATS, MARCIIS,
SEC10LI, FLJ13220, PBK, PSAT], BRIP],
STATI

92% | 90%

92%

76%

85% |79%

251

WARS, EPAS], STATI, EIF4E, SFPQ, PRDX3,

MTHFD2, PSME2, TK1, GMFB, DLGAP4,

T1% |90%

2%

785%

85% [ 72%
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goooogao

TYMS, LMAN1, ARFS6, SLC4A4, CXCLY, IRFR,
|GTSE], CXCL10, FAS, PLK4, HNRPA3PI,
SLC25A11, CIQBP, NDUFAS, CAZ2, INRPD,
ME2, FUT4, CXCL11, GZMB, IFT20, TLK1,
RBM23, AK2, ATP5A1, S0CS6, DDAH2, RBEPS,
AGPATS, MARCHS, SECI0L1, FLI113220, BRIP1,
TRMTS

JP 2009-521215 A 2009.6.4

SVM

3NN

INN

WARS, SFRS2, EPASI, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, GMFB, DLGAP4,
TYMS, USP4, CTSS, DCK, CDCA0, SLC4A4,
GTSEL, RABIF, CXCL10, FAS, PLKA,
HNRPA3P1, CIQBP, SLC25A11, WHSCI,
HNRPD, ME2, FUT4, CXCLI1, IFT20, TLK1,
RBM2S5, AK2, NUP210, BRRN1, ATPSA1,
AGPATS, FLY10534, DKTZp762E1312, SECIOLI,
FLJ13220, PBK, TRMT5, KLHL24, ETNK1,
STATI1 .

65%

83%

T7%

90%

73%

76%

253

HNRFD, WARS, EPASI, STAT], EIF4E, PRDX3,
MTHFDZ, PSME2, GMFB, DLGAP4, TYMS,
USP4, TES, LMAN]I, DCK, SLC4A4, CXCL9,
CXCL10, FAS, PLK4, C1QBP, NDUFA9, KPNE !,
SLC25A11, WHSCI, Cl70rf25, CA2, ME2, FUTH,
CXCL11, RBBP4, TLK1, RBM25, CAMSAPILI,
ATP3AL, MARCHS5, SEC10L], PBK, PSATI,
BRIP1, TRMTS, KLHL24, ETNK]

3%

83%

83%

T9%

81%

76%

254

HNRPD, WARS, EPAS], EIF4E, MTHFD2,
PSME2, MCM6, GBP1, GMFB, DLGAP4, TYMS,
LiSP4, CTSS, DCK, ARF6, SLC4A4, CXCLY,
IRF8, CXCL10, FAS, PLK4, CHEK], HNRPA3P],
CIQBP, NDUFAS, SLC25A11, WHSC1, Ci7orf25,
CA2, ME2, FUT4, IFT20, RBRP4, CXCL11,
RBM2S, NUP210, hCAP-D3, SFRS2, DDA,
BAZ1A, AGPATS, FLI10534, DKFZp762E 1312,
SEC10L1, Fi.J13220, KLHL24, STATI

7%

76%

92%

86%

8R%

9%

235

HNRPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, LMANI, CDCA40, CXCL8, CXCL10,
PLK4, CHEK 1, TRIM25, KITLG, C1QBP,
NDUFA9, WHSC1, C170rf25, CA2, ME2,
CXCL11, SLC4A4, RBM25, AK2, NUP210,
DDAH2, FAS, BAZ1A, AGPATS, FLI10534,
MARCHS, DKFZp762E1312, SECI0L1, PBK,
PSAT1, BRIP1, KLH124, SFAT]

81%

79%

85%

79%

85%

76%

256

WARS, SFRS2, EPAS1, STATI, EIF4E, SFPQ,
PRDX3, MTHFD2, TK1, GMFB, DLGAP4,
TYMS, USP4, LMAN1, ARF6, CDC4Q, SLC4A4,
CXCL9, RABIF, CXCL10, FAS, PLK4, CHEK1,
TRIM25, KITLG, SLC25A11, CIQBP, NDUFAS,
C170rR25, CA2, ME2, TLK1, RBM25, NUP210),

| AGPATS, FLI10534, SECTOL1, FLT13220, PRK,
'PSATI1, HNRPD, BRIPL, TRMTS, KL 24

1%

83%

85%

T9%

81%

83%

257

WARS, SFRS2, EIF4E, MTHFD2, PSME2, GiBP1,
TK1, GMFB, DLGAP4, TYMS, LMAN]1,

i MAD2ZLI, CDC40, CXCL9, CXCL10, FAS,
CHEKI, HNRPA3PI, KITLG, SLC25A11, C1QBP,
NDUFA9, KPNB1, WHSC1, CA2, HNRPD, ME2,
GZMB, TLK1, SLC4A4, CXCL11, RBM25, AK2,
CAMSAPILE, DDAH2, AGPATS, FLI10534,

73%

86%

88%

83%

T1%

T2%
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MARCHS, DKFZp762E1312, PBK, PSATI,
BRIF1, TRMTS, KLHL24, ETNK |, STAT]

3NN

INN

258

WARS, SFRS2, EPASI, EIF4E, MTHFDZ,
PSME2, TK1, GMFB, DLGAP4, TYMS, LMANI,
ARF6, CDC40, CXCLY, CXCL10, FAS, PLKA,
CHEK1, HNRPA3P1, SLC25A11, C1QBP,
NDUFA9, WHSC1, C17orf25, HNRPD, ME2,
CXCLI1, IFT20, RBBP4, SLC4A4, RBM25, AK2,
ATP3A1, SOCS6, FLI10534, MARCHS,
DKFZp762E1312, SECI0L1, FLJ13220, PBK,
PSATI, BRIP1, TRMTS, ETNK 1, STATI

T7%

83%%

73% [ B6%

3% |76%

250

HNRPD, WARS, EPAS1, PAICS, MTHFD?2,
PSME2, MCM6, GMFB, DLGAPS, TYMS,
CDCAQ, CXCLY, RABIF, CXCL10, FAS, PLK4,
HNRPA3PI, TRIM25, SLC25A11, C1QBP,
NDUFASY, WHSC1, CA2, ME2, CXCL11, GZMB,
IFT20, REBP4, TLK1, RBM25, AK2,
CAMSAPIL], ATPSAI, CDC42BPA, DDAH?,
BAZI1A, AGPATS, FLI10534, MARCHS,
SECI0L1, FLI13220, PBK, PSAT], BRIP],
ETNK]1, STATI

35%

93%

2% | 72%

% [ T2%

260

HNRPD, WARS, SFRS2, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
ARF6, MAD2L1, CDCA0, CXCL9, GTSEI,
RABIF, CXCL10, PLK4, CHEK ], HNRPA3PI,
TRIM25, NDUFAY, SLC25A11, WHSC1,
Cl7arf25, CA2, ME2, FUT4, CXCL11, IFT20,
SLC4A4, RBM25, AK2, NUFP210, ATP5AI,
80CS6, FAS, AGPATS, FLI10534, MARCHS,
SECIOL, PBE, PSAT], BRIP1, ETNK]1, STAT!

T1%

79%

5% |76%

85% |69%

261

HNRPD, WARS, SFRS2, STATI, MTHFD2, TKI,
GMFR, DLGAP4, TYMS, USP4, CTSS, ARFb,
SLC4A4, CXCLS, GTSEL, CXCLI0, FAS,
ANRPA3P1, TRIM2S, SLC25A11, CLOBP,
NDUFA9, KPNB1, WHSC1, C170rf25, CA2, ME2,
CXCL11, GZMB, IFT20, RBM25, hCAP-D3,
ATP3AL, SOCS6, DDAH2, BAZ1A, MARCES,
SECI0L1, FLI13220, PBK, PSATI, BRIPI,
ETNKI

85%

83%

88% [72%

TI% |76%

262

HNRPD, WARS, SFRS2, EPAS|, EIF4E,
MTHFD2, PSMEZ, TK1, GMFB, DLGAP4,
TYMS, USP4, LMAN1, DCK, CDC40, CXCLS,
CXCL10, FAS, PLK4, CHEK 1, HNRPA3PI,
KITLG, C1QBP, NDUFAY, SLC25A11, WHSC1,
C170rf25, CA2, ME2, CXCL11, IFT20, SLC4A4,
RBM?25, AK2, ATP5A], SOCS6, BAZ1A,
AGPATS, FLI10534, SECI0L1, PBK, PSATI,
BRIP1, KLHL24, ETNK1, STATI]

7%

79%

85% | 79%

83% | 76%

263

HINRPD, WARS, SFRS2, EPASI, STAT], EIF4E,
PRDX3, PSME2, MCMSé, GBFP1, GMFB, DLGAP4,
USP4, CTSS, ARF6, CDCAQ, SLC4A4, CXCL9,
GTSEI, RABIF, CXCL10, FAS, CHEK],
HNRPA3P1, KITLG, C1QBP, NDUFA9, KPNB1,
WHSCI, CA2, ME2, CXCL11, RBM?25,
CDC42BPA, RBBP4, AGPATS, MARCHS,
SECIOLI, FL113220, PBK, PSAT1, TRMTS,
KLHL24

81%

83%

88% (79%

81% |79%
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264

WARS, SFRS2, EPAS1, EIF4E, SFPQ, PRDX3,
MTHFDZ, FSME2, GBF1, TK1, GMIB, DPLGAP4,
TYMS, CTSS, LMANI, CDC40, SLC4A4,
CXCL9, IRF8, CXCL19, FAS, PLK4, TRIMZS5,
SLC25A11, CIQBP, NDUFAY, WHSC1, CA2,
HNRFD, ME2, CXCL11, GZMB, TLK1, RBM25,
AK2, hCAP.D3, ATPSAL, CDC42BPA, BAZIA,
AGPATS, MARCHS, SEC10L1, PBK, TRMTS,
KLHL24, STAT1

83% |B6%

88%

265

HNRPD, WARS, EPAS], PAICS, EIF4E, SFPQ,
PRDX3, MTHFD2, PSMEZ, TK1, GMFR,
DLGAP4, TYMS, USP4, CTSS, LMAN1, ARFG,
CDXC40, SLC4A4, CXCL9, IRF8, CXCL10, FAS,
PLK4, CHEK1, TRIM25, KITLG, C1QBP,
NDUFAY, KPNBI, SLC25A11, WIISC1, ME2,
GZMB, TLK1, CXCL11, REM25, AK?2,
CAMSAPIL1, AGPATS, FLI10534, SEC10L1,
I'BEK, BRIP1, KLHI.24, STATI1

92% |90%

33%

85%

79%

85%

76%

69%

76%

266

WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD?2, PSME2, GMFB, DLGAP4, TYMS,
USP4, TES, CTSS, MADZL1, ST.C4A4, CXCLS9,
IRF3, CXCL10, FAS, PLK4, TRIM25, C1QBP,
NDUFA9, SLC25A11, WHSC1, C170rf25, CAZ,
ME2, CXCL11, GZMB, RBM25, AK?, ATPSAL,
RBBP4, AGPATS, MARCIIS, SECIOL., PRK,
HNRPD, BRIP1, TRMTS, KLHL24, ETNK],
STATI1

77% | 86%

88%

76%

85%

7%

267

WARS, EPASI, EIFAE, PRDX3, MTHFD?,
PSME2, GMFB, DLGAP4, TYMS, TES, LMAN],
DCK, ARF6, CDCAD, SLC4A4, CXCL9, IRFS,
GTSEl, CXCL10, FAS, CHEK 1, SLC25A11,
C1QBP, NDUFA9, WHSCI, C170rf25, CA2, ME2,
CXCL11, IFT20, RBM25, AK2, NUP210, SOCS6,
CDC42BPA, SFRS2, RBBP4, BAZ1A, FLI0534,
MARCHS, FLY13220, PBK, PSAT1, HNRPD,
KLHL24, STAT!

35% |83%

85%

7%

81%

T6%

268

HNRFPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSMEZ, MCMS, GBP1, GMFB,
DLGAP4, TYMS, USP4, ARF6, CDCA0, SLCAAS,
IRF8, GTSE], CXCL10, FAS, HNRPA3PI, F
TRIM25, KITLG, NDUFAY, SLC25A11, CA2,
ME2, CXCL11, GZMB, TLE1, RBM25, AK?2,
hCAP-D3, CDC42BPA, AGPATS, FL110534,
MARCIIS, SECI0L1, FLJ13220, PBK, PSATI,
BRIP1, TRMTS, STATI

88% 93%

92%

76%

81%

2%

1269

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSME2, MCM&, TK 1, GMFB,
DLGAP4, TYMS, USP4, ARF6, CIXC40, SLCAAS,
CXCL9, GTSE1, CXCL10, HNRPA3P], KITLG,
C1QBP, NDUFAS, SLC25A11, WHSCI, C170rf25,
CA2, ME2, FIiT4, CXCL11, GZMB, RBM25,
AK2, CDC42BPA, FAS, RBBP4, BAZ1A,
SEC10L], FLJ13220, PBK, PSATI, KLHI 24,
ETNKI, 8TA'I1

B1% | 79%

52%

76%

81%

69%

270

HNRPD, WARS, SFRS2, EPAS1, EIFAE, PRDX3,
MTHFD2, PSMEZ, TK 1, GMFB, DLGAP,
TYMS, CTSS, ARFS, MAD2L1, CDC40, CXCLS,
IRF8, GTSEI, CXCL10, FAS, CHEK1,

88% |86%

8%

79%

85%

2%

goooogao
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SVM

3NN

HNRPA3P1, TRIM25, KITLG, SLC25A11,
NDUFAS, KFNBI, WHSCI, CA2, ME2, FUT4,
CXCL11, GZMB, RBME'S AKD, CDC42]3PA,
BAZ1A, AGPATS DKFZp762E1312 SECI0L1,
PBK, TRMTS KLHL24, ETNK1, STAT1

BT

271

WARS, SFRS2, EPASL, STAT], EIF4E,
MTHFD2, PSME2, MCM6, TK 1, GMFB,
DLGAP4, TYMS, USP4, LMAN1, ARF6,
MAD2L1 CDC40, SLCAA4, CXCL9 TRFS,

SLC25A11, WIISC1, CA2, HNRPD, ME2, FUT4,
GZMB, REM25, AK2, ATPSA] CDCAZBPA,
EAS, AGPATS, FLI10534, SEC10L1, FLJ13220,
PBK, BRIP1, TRMT5, KLHI1.24, ETNK]

GTSE], CXCLIG PLK4, C1QBP, NDUTA9 % |69%

2% 179%

81%

69%

272

‘MTHFD2, PSME2, TK1, GMFB DLGAP4,

HNRPD, WARS, SFRS2, EPAS1, EIF4E, PRDX3,

TYMS, USP4, CTSS, LMANI DCK, SLC4A4,
CXCLQ, IRF8, CXCL10, FAS, HNRPA3PI,

ME2, FUT4, IFT20, RBBP4, TLK1, CXCLI1I,
RBM25, BRRNI, CDC42BPA, AGPATS,
FLJ10534, MARCHS, SEC101.1, PBK, BRIP1,
TRMTS5, KLHL24, ETNK]1, STATI

KITLG, C1QBP, NDUFAY, SLC25A11, CA2, 73% |83%

92% |83%

85%

76%

273

WARS, SFRS2, EPAS!, STAT1, EIF4E,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAPA4,
TYMS, USP4, ARF6, CXCLO, IRFS, RABIF,
CXCL10, FAS, PLK4, CHEK1, KITLG,
SLC25A11, C1QRP, NDUFA9, WHSCI, CA2,
MEZ2, CXCL11, IFT20, RBBP4, TLK 1, RBM25,
ATPSAI, CDC42BPA, FL113220, PBK, HNRPD,
BRIP1, TRMTS, KLHL24, ETNK1

88% [83%

85% [43%

7%

79%

274

HNRPD, WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, GMFB, DLGAP4,
TYMS, TES, DCK, MAD2L1, CXCL9, CXCL10,
FAS, PLK4, HNRPA3P1, KITLG, SLC25A11,
NDUFA9, WHSC1, C170rf25, CA2, ME2, IFT20,
RBBP4, CXCL11, SLC4A4, RBM25, NUP210,
CAMSAPILI, BRRN1, CDC42BPA, DDAH2,
AGPATS, FLI10534, MARCHS, SEC10L1,
FLJ13220, PBK, TRMTS, KLHL24, EI'NK.,
STATI1

81% |B6%

88% (83%

85%

T6%

275

| D3, ATP5A1, DDAH2, FAS, AGPATS, FLJ10534,
 MARCHS, SEC10L1, FLI13220, PBK, PSAT1,

WARS, SFRS2, PAICS, EIF4E, MTHFD?,
PSMEZ, MCM6, GBP1, TK1, GMFB, DLGAP4,
TYMS, USP4, TES, LMAN1, CDC40, CXCLS,
CXCL10, PLK4, TRIM25, KITLG, SLC25A11,

CXCLI11, IFT20, TLK1, SLC4A4, RBM25, hCAP-

BRIP], KLIE24, STATI

C1QBP, NDUFA9, C170rf25, HNRPD, MEZ, 7% |86%

T% |83%

69%

79%

276

HNRPD, WARS, SFRS2, STATI, EIFAE, PRDX3,
MTHFD2, PSME2, MCM6, TK1, GMFB,
DLGAP4, TYMS, USP4, DCK, ARF6, CDC40,
CXCL9, IRF&, CXCL10, FAS, PLK4, TRIM25,
KITLG, CIQBP, NDUFAS9, SLC25A11, WHSCI,
CAZ, ME2, CXCL11, GZMB, RBEP4, T1K]1,
RBM25, AK2, NUP210, ATPSA1, AGPATS,

MARCHS, SEC10L1, PBK, BRIP1, TRMTS3 |

B5% |79%

88% [79%

BL%

79%
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277

HNRPI), WARS, SFRS2, EPASI, STATI, EIF4IZ
PRDX3, MTHFD2, PSME2, MCM6 GBPI
GMEFB, DLGAP4, TYMS, TES, CTSS, LMANl
DCK, SLC4A4, CXCL9, GTSEI, CXCL10, PLK4,
CHEK1, TRIM23, C1QBP, NDUFASY, KPNB1,
WHSCI Cl?orf?S ME2, CXCL11, RBM25,
BRRNI, ATP5A1, CDC42BPA, DDA, FAS,
AGPATS, MARCI—IS PBK, BRIP1, TRMT3,
KLHI.Z4, ETNKI

B1%

83%

88% |76%

T

69%

278

WARS, STATI, EIF4E, SFPQ, PRDX3, MTHFD2,
MCM6, TK1, GMFB, DLGAP4, TYMS, TES,
CTS8S, MADZL1, CDC40, SLC4A4, CXCLY,
RABIF, CXCL1D, FAS, KITLG, SLC25A11,
C1QBP, NDUFAS, C17erf25, CAZ, HNRPD, ME2,
GZMB, TLKI, CXCL11, RBM25, BRRN1,
CDC42BPA, SFRS2, DDAH2, AGPATS,
SECI0L], PBK, PSATI, BRIP1, TRMTS5, KLHL24

%

72%

83% [83%

T7%

79%

279

HNRPD, WARS, EPASL, STATI, EIFAL, SFPO,
PRDX3, MTHFD2, PSME2, MCMS6, TK1, GMFB,
DLGAP4, TYMS, USP4, TES, DCK, ARFS,
CDC40, SLC4A4, CXCLY, RABIF, CXCL10, FAS,
TRIM25, NDUFAS9, SLC25A11, WHSCT,
Cl7orf25, CA2, ME2, GZMB, TLKI, CXCLI1,
RBM25, AK2, hCAP-D3, CDC42BPA, DDAHZ,
RBBP4, FLI10534, SECI0LI, FLI13220, PBK,
PSATI, BRIP1, KLHL24

T7%

86%

2% |76%

7%

76%

280

WARS, SFRS2, STATI, EIF4E, MTHFDZ,
PSME2, MCMS, GBP1, TK1, GMFB, DLGAP4,
TYMS, USP4, TES, CTSS, LMAN1, ARF5,
CDCAQ, SLCAA4, CXCLY, CXCLIQ, FAS, PLK4,
KITLG, C1QBP, KPNR], WHSCI, CA2, ME2,
FUT4, GZMB, CXCL11, RBM25, AK2,
CDC42BPA, RBBP4, BAZ] A, AGPATS,
MARCHS, SECIOL1, PBK, HNRFD, BRIP1,
KLHL24, ETNK1

1%

79%

92% {79%

85%

2%

281

HNRPD, WARS, SFRS2, EPAS1, STATI, EIF4E,
PRDX3, MTHFD2, PSME2, TK1, GMFB,
DLGAP4, TYMS, CTSS, LMAN1, DCK, CDCAQ,
SLC4A4, CXCL9, TRFB, CXCL10, TRDM2S,
SLC23A11, C1QBP, NDUFA9, KPNB1, WHSC1,
ME2, CXCLI1, TLK1, REM25, hCAP-D3,
CDC42BPA, FAS, BAZ1A, AGPATS, SECI0L1,
FLJ113220, PBK, TRMT5, ETNK1

85%

T9%

TT% |86%

3%

T6%

282

HNRPD, WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MIHFD2, PSME2, GBP1, GMFB, DLGAP4,
TYMS, TES, CTSS, LMAN1, MAD2L1, SLC4A4,
CXCL9, CXCL10, FAS, CHEK], SLC25A11,
C1QBP, NDUFAS, KPNB1, WHSCL, C170rf25,
CA2, ME2, FUT4, CXCL1t, TLK1, RBM25,
hCAP-D3, ATP5A1, CDC42BPA, DDAHZ,
AGPATS, FLI10534, DKFZp762E1312, SEC10L1,
FLJ13220, PBK, TRMTS, STATI

7%

83%

88% |83%

283

|

WARS, SFRS2, PAICS, EIFAE, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAPA4,
TYMS, USP4, TES, ARF6, CDC40, CXCLY,
CXCL10, FAS, PLK4, TRIM25, SLC25A11,
CI1QBP, NDUFA9, WHSC1, C170rf25, CA2, ME2,
FUT4, IFT20, SLC4A4, CXCL11, RBM2S, AK2,

81%

3%

85% |76%

88%

§6%

85%

2%
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BRRN1, ATPSA1, CDC42BPA, AGPATS,
MARCHS, SEC10L1, FLJ13220, PBK, FINRPD,
BRIP1, TRMTS, KLHL24, ETNK1, STAT1

284

285

HNRPD, WARS, SFRS2, EPAS], EIF4E, PROX3,
MTHFD2, PSME2, GBP1, TK1, GMFB, DLGAP4,
TYMS, USP4, LMANI, ARFS, SLC4A4, CXCL9,
IRF8, CXCLI0, FAS, KITLG, CIQBP, NDUFAQ,
SLC25A11, WHSC1, C17arf25, CA2, ME2,
GZMB, CXCL11, RBM25, AK2, hCAP-D3,
CDCA2RPA, DDAH2, RBBP4, AGPA''S,
MARCIHS, DKFZp762E1312, SEC10LI,
FLJ13220, PBK, BRIPI, TRMTS, KLII.24,
STAT]

81%

76%

88%

79%

85% 172%

WARS, SFRS2, EPAS], STATI, EIF4E, PRDX3,
MTHFD2, PSMEZ, GMFB, DLGAP4, TYMS,
USP4, C188, DCK, ARF6, CDC40, SLC4A4,
CXCL9, CXCL10, FAS, CHEKI1, TRIM?25,
SLC25A11, C1QBP, C170rf25, CA2, ME2, GZMB,
IFT20, RBBP4, CXCL11, RBM25, AK2, NUP210,
S0CSé6, DDAH2, AGPATS, FLI10534, MARCHS,
DKTZp762E1312, SEC10L}, PRK, HNRPI},
TRMTS

5%

86%

92%

76%

81% |72%

‘286

WARS, EPAS], STATI, PAICS, EIF4E, PRDX3,

" (MTHFD2, PSME2, TK1, DLGAP4, TYMS,

MADZL1, CDC40, CXCLY, IRF8, CXCI.10, FAS,
TRIMZS, KITLG, CIQBP, NDUFAS, SLC25A11,
WHESC1, C17orf25, HNRPD, ME2, CXCLI11,
IFT20, RBBP4, SLC4A4, RBM25, AK2, NUIP214,
SQCS6, CDC4A2BPA, BAZIA, AGPATS,
SECI0LT, FLJ13220, FBK, PSAT], BRIFI,
TRMTS

287

WARS, SFRS2, EPASI, EIF4E, PRDX3, PSMEZ,
GMFB, DLGAP4, TYMS, CTSS, ARFS, MAD2L1,
CDC40, CXCLY, CXCL10, FAS, TRIM2S,
SLC23A11, C1QBP, NDUFA9, KPNB1, WHSC],
C170r£25, CA2, HNRPD, ME2, CXCL11, GZMB,
IFT20, TLK], SI.CAA4, RBM25, CAMSAPILLI,
hCAP-D3, RBBP4, BAZ1A, AGPAT5, MARCHS,
FLJ13220, PBK, TRMTS, EINK1, STAT1

T3%

76%

81%

9%

73% |66%

88%

90%

88%

9%

T1% |79%

288

HNRPD, WARS, SFRS2, EPASI, STAT1, EIF4E,
SFPQ, PRDX3, MTHFD2, PSMEZ, TK1, GMFR,
DLGAP4, TYMS, ARF6, CDC40, CXCLS,
CXCL10, FAS, SLC25A11, NDUFA9, WHSCI,
C170rf25, CA2, ME2, CXCLI11, IFT20, SL.C4A4,
RBM25, AK2, SOCS6, DDAH?, RBBP4, BAZ1A,
DKFZp762E1312, FLJ13220, PBK, PSATI,
BRIF1, ETNKI

81%

90%

85%

76%

85% [69%

289

WARS, SFRS2, EPAS!, STATI, PAICS, ETF4E,
PRDX3, MTHFD2, PSME2, GMFB, DLGAP4,
TYMS, USP4, CTSS, LMANT, CDC40, CXCLS,

| IRFB, RABIF, CXCL10, FAS, TRIM2S,

SLC25A11, CIQBP, WHSC1, Cl7orf25, CA2,

HNRPD, ME2, CXCL11, GZMB, TLK1, RBM2S,

CAMSAPILI, hCAP-D3, CDC42BPA, BAZ1A,

AGPATS, MARCHS, DKFZp762E1312, FLT13220,

PBK, PSATI, BRIP1, KLH].24

7%

86%

88%

83%

73% |69%

290

WARS, SFRSZ, EIF4E, PRDX3, MTHFD?,

|85%

83%

85%

B3%

81% |72%
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PSME2, TK1, GMFR, DLGAP4, TYMS, USP4,
ARF6, MAD2LI, SLC4A4, CXCLY, IRFS,
CXCL10, FAS, TRIM25, SLC25A11, NDUFA9,
KPNB1, WHSC), C170ri25, CA2, ME2, GZMB,
IFT20, RBBP4, CXCL11, RBM25, AK2, BRRNI,
CDC42BPA, AGPATS, FLI10534, MARCHS,
SECI0L1, FL.J13220, PBK, HNRPD, BRIP1,
KLIL24, ETNK], STATI

291

SVM

3NN

1NN

HNRPD, WARS, SFRS2, EPAS1, STAT], EIF4E,
SFPQ, PRDX3, MTHFD?2, GMFB, DLGAP4,
TYMS, USP4, TES, CTSS, ARF6, MAD2L!,
CDC40, CXCLY, CXCL10, FAS, PLEA, CHEKI,
KITLG, SLC25A11, NDUFA9, KPNRI, CA2,
ME2, FUT4, CXCL11, GZMB, TLK1, SLC4A4,
RBM25, ATPSA1, DDAH2, MARCHS,
DKFZp762E1312, PBK, BRIP1, KLHL.24

8% [B0%

92%

79%

85%

B6%

292

WARS, SFRS2, EPASL, STATI, EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, USP4, CTSS, CXCLS, IRFS, RABIF,
CXCL10, FAS, PLK4, TRIM25, CIQBP,
NDUFA9, SLC235A11, Cl7orf25, CAZ, HNRPD,
ME2, CXCL11, GZMB, SLC4A4, RBM25,
ATPSA], CDCA2BPA, DDAH2, MARCHS,
DKFZp762E1312, SEC10L1, FLI13220, PRK,
PSATI, BRIP1, KLHL24, ETNK1, UBD, GTSEI,
MYO1B, TMEDS5, RBBPS

1%

83%

85%

72%

69%

76%

293

HNRPD, WARS, EIF4E, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, USP4,
MAD2L1, CXCL9, IRFS, CXCL10, FAS,
SLC25A11, NDUFAS, WHSC1, ME2, CXCL11,
IFT20, RBBP4, SLC4A4, RBM?25, AK2, NUP2I0,
CAMSAPILI, ATP5A1, DDAH2, AGPATS,
MARCHS, SEC10LI, FLI13220, PBK, PSATI,
BRIP1, STAT1, FLJ22471, LAPTMS, DEPDCI,
INDO, YDI)19

81%

T9%

%

T9%

69%

2%

204

WARS, SFRS2, PSME2, GMFB, DLGAP4,
TYMS, TES, CDC40, CXCL9, CXCL10,
HNRPA3P1, C1QBP, SLC25A 1, WHSC,
C170rf25, CA2, ME2, TLK1, SLC4A4, CXCLI11,
AK2, hCAP-D3, DDAH2, FAS, AGPATS,
FLJ10534, PSAT1, HNRPD, BRIP1, KLHL24,
STATL, IVD

73%

7%

88%

T9%

85%

76%

295

WARS, SFRS2, EPAS1, EIF4E, SFFQ, MTHFDZ,
PSMEZ, TK1, GMFB, DLGAP4, TYMS, USP4,
LMANI, CDCA40, SLC4A4, CXCL9, IRFS, RABTF,
CXCL10, FAS, PLK4, CHEK 1, HNRPA3PI,
TRIM2S5, SLC25A11, NDUFAS9, KPNB1, WHSC1,
CA2, HNRPD, ME2, GZMB, IFT20, CXCL11,
RBM25, hCAP-D3, BAZ1A, AGPATS, MARCHS,
PBK, BRIP1, KLIL24, ETNKI, STAT1, TACC3,
IL2RB, AK2

85%

B6%

85%

76%

3%

76%

296

HNRPD, WARS, SFRS2, PAICS, EIF4F, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, CDC40, SLC4A4, CXCLY, CXCLIO,
HNRPA3PI1, KITLG, C1QBP, NDUFA9,
SLC25A11, WHSC1, CA2, ME2, FUT4, CXCIL11,
IFT20, RBBP4, REM25, AK2, DDAH?, FAS,

FLI10334, SEC10L1, FLJ13220, PBK, BRIP1,

81%

86%

92%

86%

5%

6%

goooogao

10

20

30

40



goooogao

(96)

SVM -

TRMTS, KIHL24, STAT1, FEM1C, ITGB5

297

WARS, FIF4E, PSME2, GMFR, DLGAP4, TYMS,
USP4, CDC40, SLC4A4 CXCLIU TRIM235,
ClQBP, NIMUJFASY, SLC°5A11 CA2, ME2,
CXCL11, RBM25, CAMSAPILI, ATPSAI
SOCss, FL110534 DKFZp762E1312 SECIOL],
HNRPD, STATI, LMANI LOCY2249, NFS1

TT%

9%

298

WARE: SFRS2, EIF4E, PRDX3, MTHFD?,
PSMEZ, TK1, GMFB, DLGAP4, TYMS, USP4,
TES, CTSS, DCK, MAD2L1 CXCLY, GTSEL,
CXCL10, FAS, HNRPA3FI, KITLG, C1QRP,
NDUFAS, SLC25A11, WHSCI CA2, HNRPD,
ME2, FUT4, CXCL11, SLC4A4, REM?5,
CDC42BPA, DDAHZ, RBBP4, FL.T10534
MARCHS, SECI0LI, FL.T13220 FBK, BRIF1,
ETNK1, STATI ZWINT Z(G16, TPRT PURA

81%

JP 2009-521215 A 2009.6.4

3NN

NN

73%

86%

81%

869

76%

1%

2%

7%

76%

299

HNRPD, WARS, STATI, EIF4E, SFPQ, PRDX3,
MTPIFDZ PSME?2, GMFB, DLGAP4 TYMS,
MADZLI, SLC4A4 CXCLY, CXCLI1G, FAS,

N'DUFAQ WHSCI1, ME2, GZMB, TLK1, CXCL11,
RBM25, AGPATS, FLI13220, KLHL24 SLAMEF3,
PBX1, CAP350

85%

79%

81%

69%

T1%

72%

300

TINRPD, WARS, STAT!, EIF4E, PRDXS
MTHFD2, PSME2, GBPI, TK1, GMFB, DLGAP4,
TYMS, USP4 LMANI, DCK, ARF6, CXCL9
CXCLIO FAS, TRIM25, KITLG, C1QBP,
NDUFAY, KPNBI1, SLC?.SAII WHSCI, CAZ2,
MEZ, FUT4, CXCL11, GZMB, IFT20 SLC4A4
RBMZS BRRNI1, ATPSA1, SFRS2, DDAILZ,
RODBP4, SECIOLI, FL113220 PBK, PSATT,
KLHL24, ETNKI, FLJ20273, VAPR, LARP4
CD74, BIN2A2

T1%

%%

85%

76%

85%

79%

301

WARS, SFRS2, EPAS|, EIF4E, SFPQ, PRDX3,
MTHFD2, PSMEZ2, TK 1, GMFB DLGAP4,
TYMS, USP4, CTSS, CDC40, SLC4A4, CXCLY,
IRFE, CXCL10, FAS, PLK4, CHEK | TR]]VI25
KITLG SLC25A11, CIQRP, N'DUFA9 WHSC1,
HNRPD, MEZ2, CXCL11, GZMB, RBEP4, REM25
CAMSAPILI, BRRN1, CDC42BPA, AGPATS,
FLJ10534, SECI0L1, PBE, BRIF1, KLHI 24,
ETNKI1, STAT1, H2AFZ, PGGTIB

B1%

76%

88%

69%

7%

69%%

302

WARS, EIF4E, MTHFD2, PSME2, GBP1, GMFR,
DLGAP4, TYL![S CDC40, SLC4A4 CXCL10Q,
FAS, CHEKI » HNRPA3PT, KITLG, SLC25A11,
CA2, ME?, FUT4 CXCLll IrT20, TLK],
RBM25, AK?, SFRS2, TRM'I'S KLHL24, STATI,
FKBF9

85%

86%

88%

83%

81%

79%

303

HNRPD, WARS, SFRS2, EPAS1, ETF4E, PRDX3,
MTHFD?2, PSME2, MCM6, TK1, DLGAP4
TYMS, TES, MAD2LI1, CDC40, CXCLS,

_CXCL]O FAS, PLKA4, CHEK] TRIM25, C1QEP,

' NDUFAS, WHSC1, CA2, lV[E2 CXCL11, GZMR,
'RBBP4, SLC4A4, RBM.'ZS CAMSAPIL],
DDAH2 AGPATS, MARCHS, SEC10LI, PBK
BRIP1, TRMTS5, ETNK1, STATI, CHAFIA
ITGBS HNRPDL

7%

79%

88%

79%

81%

76%

304

HNRPD, WARS, SFRS2, MTHFD?Z, PSMEZ, TK1 ,

&1%

79%

81%

83%

81%

72%

goooogao
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GMFB, DLGAP4, TYMS, LMAN], DCK,
MAD2L1, CXCL9, CXCL10, FAS, KITLG,
KPNBI, SL.C25A11, WHSC1, ME2, CXCL11,
IFT20, SLC4A4, RBM25, BRRNI ATP3A1,
CDC42BPA, RAZ1A, MARCHS SEC10L1, PBEK,
PSATI, BRIPI KLHL24, STAI'I RBM28

305

HNRPD, WARS, SFRS2, EIFAE, MTHFD2,
PSME2, GMFR, DLGAP4 TYMS, USP4, LD(AO
CXCL9, CXCL]O PLK4, HNRPA3P1, TRIM25,

hCAP-D3, FAS, RBBP4 BAZ]1A,
DKFZp762E1312 SECIOL1, KLHL24, STATI,
PSME|, BUB3, 50C56

306

SLC25A11, KPNB1, ME2, SLC4A4, RBM25, 7% |83%

INN

T7%

83%

88%

79%

WARS, EPAS1, STATI, EIFAE, MTHFDZ,
PSME2, GMFB, DLGAP4, TYMS, USP4, TES,
CTSS, ARF6, SLC4A4, CXCL, RABIF, CXCLI0,
FAS, PLK4, KITLG, SLC25A11, CIQBP,

|FUT4, CXCL11, [FT20, RBRM?25, CAMSAPlLl

' SOCS6, DDAHZ, AGPATS FLY10534, MARCHS,
SECIOLE, FLJI3220 PBK, BRIP1, KI.HL.24,
ETNK1, RPSZ, CHAFIA, T.GALS3BP

NDUFAS, KPNBI, WHSC1, CA2, HNRPD, ME2, |73% |79%

5%

7%

81%

76%

307

WARS, SFRS2, MTHFD2, PSME2, GMFB,
DLGAP4, TYMS, CXCL9, GTSEL, RADIF,
CXCI.10, HNRPA3P1, TRIM2S, KITLG, C1QBP,
NDUFA9, WHSC1, CA2, ME2, FUT4, RBM2S,
hCAP-D3, ATP5A1, DDAH2, FAS, STATI,
CDCAS, HMGR3

85% [93%

85%

83%

81%

83%

308

WARS, MLHFDZ PSME?Z, GBP1, MAD2LI,
CXCLY, IRF8, CXCL10, CHEK 1, KITLG, ME2,

AGPATS, SECI10L1, FLI13220, HNRPD,
KLHL24, ETNK]1, STAT1, ECGF1

CXCL1 l, IFT20, RBM25, AK2, ATPSAI, FAS, B1% |76%

81%

83%%

T1%

69%

309

WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSME2, TK1, GMFB, DLGAP4,
TYMS, TES, CDC40, SLCAA4, CXCLY, GTSEL,
CXCL10, FAS, PLK4, CHEK1, KITLG, C1QBF,

FUT4, CXCL11, IFT20, RBBP4, REM?S, AK2,
NUP210, BRRN1, CDC42BPA, AGPATS,
FLJ10534, MARCHS, SEC10L1, FLJ13220, PBK,
TRMTS, ETNK, STATI, SELL, GART

NDUFA9, SLC25A11, WHSC1, Cl7ori2s, ME2, |R1% |83%

88%

76%

T3%

76%

310

WARS, SFRS2, EPASL, STAT1, EIF4E, SFPQ,
MTIIFD2, PSME2, TK1, GMFR, DLGAP4,
TYMS, USP4, CTSS ARFG CDC40, CXCL9,
'GTS‘FI CXCL10, FAS, FLK4, CHEK ], TRIM2S,
SLCZSA[] > C1QBP, NDUFAQ WHSCI ME2,
FUT4, CXCL11, IFT20, RBBP4, SLC4A4,
RBM25, hCAP-D3, DDAH2, AGPATS, FLI10534,
MARCHS, ?EC]DLI FLI13220, PSATI, HNRPD,
BRIP1, KLHL24, E'INKl WEDCI1, YTHDF3 K-
ALPHA 1, PAWR

3% [712%

B53%

83%

69%

72%

rll

HNRFD, WARS, SFRS2, STATI, EIF4AE, PRDX3,
MTHID2, PSMEZ, TK1, GMFB, DLGAP4,
TYMS, TES, LTMAN1, MAD2L.1, CDC40, CXCL9,
IRF8, CXCL10, PLK4, HNRPA3PI1, KITLG,
CI1QBT, NDUFAS, SLC25A11, WHSCI1, ME2,

81% |83%

88%

83%

73%

79%
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FUT4, CXCL11, IFT20, RBM25, BRRN],
CDC42BPA, FAS, AGPATS, DKFZp762E1312,
SEC10L1, FLI13220, PBK, BRIP1, KLHL24,
SMC2L.1, IRF1

312

WARS, EPAS], STAT1, MTHFD?2, PSME2,
MCM6, GMFB, DLGAP4, TYMS, USP4, CTSS,
LMAN1, CXCL9, IRFS, CXCL10, KITLG,
C1QBP, NDUFAS, SLC25A11, ME2, SLC4A4,
{RBM25, hCAP-D3, SOCS6, FAS, RBBP4, BAZ1 A,
AGPATS, PSAT1, BRIPI, ETNKI1, LPP, PPMID,
LAP], TXNDC

73% |7%%

81% |79%

7%

T6%

313

WARS, EIFAE, PRDX3, PSME2, TK 1, GMFB,
DLGAP4, TYMS, LMAN1, CXCL10, SLC25A11,
C1QBP, NDUFA9, KPNBI, C170r25, CA2, ME2,
RBBP4, SLCAA4, RBM25, FAS, SECI0L1, PBK,
HNRPD, ETNK 1, STAT1, KIAA0828, SPCS3,
NARS

7% |76%

85% |79%

T7%

83%

314

HNRPD, WARS, SFRS2, EPASI, EIF4E, SFPQ,
PRDX3, MTHFD2, PSME2, MCMS, TK 1, GMFB,
DLGAP4, TYMS, USP4, LMAN1, ARFS, CDC40,
SLC4A4, CXCLY, IRFS, CXCL10, FAS, PLK4,
KITLG, C1(BP, NDUFA9, SLC25A11, WHSCH,
CA2, ME2, GZMB, CXCL11, RBM25,
CAMSAPILI, CDC42BPA, FLY10534, MARCIIS,
FLJ13220, PBK, PSAT1, BRIP1, KLHL24, STAT!,
NUP160, HLA-B

81% |76%

5% |79%

81%

79%

315

WARS, EIF4E, SFPQ, PRDX3, MTHFD2, MCMé6,
GMFB, DLGAP4, TYMS, CDCA0, CXCLS,
CXCL10, CHEK i, HNRPA3P1, CIQRP,
SLC25A11, WHSCI, CA2, ME2, CXCL11,
SLC4A4, RBM25, AK2, SFRS2, FAS, MARCHS,
FLJ13220, KLHL24, ETNK]1, STAT1, SOCS]

% [79%

85% |83%

1%

72%

316

WARS, EIF4E, MTHFD2, PSME2, GMFR,
DLGAP4, USP4, DCK, CDC40, CXCL9, CXCL10D,
FAS, SLC25A11, C1QBP, KPNB1, WHSCI, CA2,
ME2, FUT4, CXCL11, RBM25, DDAH2,
SEC10L1, PBK, HNRPD, TRMTS3, KLHL24,
STAT1, PPA2, GTSE], TNFRSF11A, RYK

§1% |83%

B1% |79%

85%

T6%

k)Y

WARS, SFRS2, EPAS], PSME2, TK1, GMFB,
DLGAP4, TYMS, CTSS, LMAN1, CDC40,
SLC4A4, CXCLY, IRF&, CXCL10, PLK4, CHEK1,
SLC25A11, CIQRP, KPNB1, WHSC1, CA2, ME2,
GZMB, TLK1, CXCL11, RBM25, hCAP-D3, FAS,
RBBP4, FLI10534, MARCHS, HNRPD, STATI,
KIF2C, HATI

7% | 90%

85% [ 79%

85%

83%

318

WARS, EIF4E, PRDX3, PSME2, GBP1, TYMS,
LMANI, CXCL9, CXCL10, FAS, CHEKI,
SLC25A11, NDUFAS, CA2, ME2, RBBP4, TLK],
CXCLL1, SLC4A4, BRRN1, PBK, HNRPD,
STATI, TGFB2

69% (83%

77% |B6%

B1%

83%

319

WARS, SFRS2, EPAS], EIF4E, SFPQ, PRDX3,
MTHFD2, PSME2, TK1, DLGAP4, TYMS,
LMANI, SLC4A4, CXCL9, CXCL10, PLK4,
SLC25A11, WHSC1, C170rf25, CA2, ME2,
CXCL11, GZMB, IFT20, RBM25, NUP210,
CAMSAPILI, ATP5A1, FAS, RBBP4, AGPATS,

92% |90%

§8% |79%

3%

79%

goooogao
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320

SFRS2, EIF4E, PRDX3, MTHFD2, PSME2,
DLGAP4, TYMS, CXCL10, FAS, PLK4, CHEK],
HNRPA3P1, TRIM25, SLC25A11, CIQRP,
NDUFA9, CA2, ME2, CXCL11, SLC4A4, RBM2S,
ATP3AL, FLT13220, PSAT1, BRIP1, STATI,
RIF1, SCC-112, U2AF?

3%

86%

3%

76%

81%

79%

321

HINRPD, WARS, STATI, EIF4E, SFPQ, PRDX3,
MTHFD2, PSME2, MCM6, TK1, GMFR,
DLGAP4, TYMS, CTSS, LMANI, DCK, CDC40,
SLC4A4, CXCL9, CXCL10, FAS, PLK4, TRIM2S,
SLC25A11, NDUFA®, WHSCI, C170rf25, CA2,
ME2, FUT4, CXCL11, IFF20, RBM25, AK2,
BRRN1, SERS2, DDAH2, MARCHS, SECIOLI,
FLJ13220, PBK, PSAT!, BRIP1, KLHL 24, CDSA,
GTF2H2, Cl4orf156, BIRCS

77%

83%

81%

T9%

81%

76%

HNRFD, WARS, SFRS2, EPAS], STAT1, EIT4E,
SFFQ, PRDX3, MTHFDZ, PSME2, MCM6, TK1,
GMFB, DLGAP4, TYMS, USP4, CTSS, DCK,
CXCL9, RABIF, CXCL10, FAS, TRIM25,
NDUFA9, KPNB1, WHSC1, CA2, ME2, RBEP4,
SLC4A4, RBM25, NUP210, hCAP-D3, SOCSS,
BAZ1A, PBK, PSAT1, BRIP1, KLHL24, MAX,
HADHSC

7%

79%

81%

83%

8R%

76%

323

WARS, SFRS2, EIF4E, MTHFD2, PSMEZ, TK1,
GMFB, DLGAP4, TYMS, TES, CTSS, ARF6,
MAD2L1, CDC40, CXCLY, IRFS, CXCLI10,
TRIM25, SLC25A11, CIQBP, NDUFAS, CA2,
ME2, CXCL11, GZMB, SLC4A4, RBM25, AK2,
NUP210, BRRN1, ATPSA1, DDAH2, FAS,
MARCHS, SEC10L1, PBK, HNRPD, ETNK1,
STATI, AP1GI

28%

83%

88%

76%

85%

79%

324

WARS, STATI, PRDX3, MTHFDZ, PSME2, TK1,
GMFB, DLGAP4, TYMS, CTSS, LMANI1, ARFS,
MATD2L1, CDC40, CXCLY, CXCL10, FAS, PLK4,
TRIM2S, KITLG, CIQBP, NDUFA9, KPNB1,
SLC25A11, WHSCI1, CA2, HNRPD, ME2, FUT4,
CXCL11, RBM25, CAMSAPILI], hCAP-D3,
BRRN1, ATP5A1, SOCS6, RBBP4, SEC10L1,
PBK, BRIPI, KLH!L.24, ETNK 1, MIS12, RBMS3,
RUNXI1, TTC12

3%

76%

1%

83%

85%

86%

325

HNRPD, WARS, SFRS2, CIFAE, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, MAD2L1,
CXCL10, FAS, HNRPA3P1, NDUFASY,
SLC25A11, CA2, ME2, GZMB, CXCLI i, hCAP-
D3, RBBP4, BAZ1A, AGPATS, FL110534,
ETNKI, STATI, JAK2, RNGTT

85%

76%

92%

76%

85%

6%

326

WARS, PAICS, EIF4E, SFPQ, MTHFDZ, PSME2,
GMEB, DLGAP4, TYMS, USP4, TES, ARFS,
CDC40, CXCLY, RABIF, CXCL10, FAS, TRIM25,
KITLG, C1QBP, NDUFAS, SLC25A11, WHSCI,
ME2, FUT4, CXCL11, SLCAA4, RBM25,
CAMSAP1L1, hCAP-D3, CDCA2BPA, AGPATS,
PBK, PSAT1, HNRPD, BRIP1, STATI, CD(2,
ATP13A3, ZC3HAV1, EANCA

1 73%

76%

8i%

79%

T1%

66%

327

WARS, EIF4E, MTHFD2, PSME2, TK1, GMFB,
TYMS, CXCL9, CXCL10, FAS, SLC25A11,

TT%

79%

85%

79%

09%

79%
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WHSC1, C170r25, CA2, ME2, REM2S5, NUP210,
BAZ1A, FL110534, MARCH3, SEC10L ), HNRPD,
BRIP], KLHL24, ETNXI, STAT1, SGPP1,
CLCA4, FOXM]I

HNRPD, WARS, SFRS2, EPAS1, STATI, EIF4E,
MTHFDZ, PSME2, GBP1, TK1, GMFB, DLGAPA4,
TYMS, TES, LMAN1, DCK, ARF6, CDC40,
CXCL9, CXCL10, FAS, PLK4, TRIM25, KITLG, :
328 SLC25A11, C1QBP, NDUFA9, KPNB1, WHSC1, [88% [83% (85% |79% |81% |76%
Cl70ri25, CA2, ME2, TLK1, CXCL11, SLCAAA4,
RBM25, AK2, hCAP-D3, BAZIA, AGPATS,
SEC10L1, FLJ13220, PBK, KLHI 24, ETNKI,
MCAM, BUB3, YTHDC2, APOLS, NUP2 10

WARS, SFRS2, EPASI, EIF4E, MTHEDZ,
PSME2, MCMS, TK1, GMFB, DLGAP4, TYMS,
USP4, TES, LMAN1, ARF6, CDC40, CXCLS,
IRF8, GTSEI, RABIF, CXCL10, FAS,
HNRPA3P1, C1QBF, NDUFA9, KPNB1,

329 SLC25A11, WHSCI, C170rf25, CA2, INRPD,  [£8% |86% |85% |76% |77% |7294
ME2, CXCL11, GZMB, SLC4A4, RBM25, AK?,
SOCS6, CDC42BPA, RBBP4, AGPATS,
MARCHS, SEC10L1, PSATI, BRIP1, KLHI.24,
ETNK1, STAT1; CACNB3, BUBLB, ESPLI,
H2AFZ

WARS, SFRS2, EPASI, EIF4E, MTHFD2,
PSME2, TK1, GMEB, DLGAP4, USP4, CXCLS,
CXCL10, NDUFAY, KPNBI, SL.C25A11,
Cl7orf25, ME2, CXCL1), RBBP4, hCAP-D3,
ATP5AL, FAS, AGPATS, FLI0534, PBK. PSAT!,
HNRPD, BRIP1, ETNK1, STATI1, LHCGR

WARS, EIFAE, MTHFD2, PSME2, GBPTL,
DLGAP4, TYMS, CTSS, CDC40, SLCAA4, IRFS,
CXCL10, FAS, TRIM25, SLC25A11, C1QBP,
NDUFAS9, ME2, FUT4, RBBP4, TLK1, REM25,
AK2, FLJ10534, MARCHS, FLT13220, ETNKI,
STAT1, C180rf, C10otf3, AURKB, IFI16, PTPRC

HNRPD, WARS, PAICS, EIF4E, PRDX3,
MTHFD2, TK1, GMFB, TYMS, CTSS, CXCL9,
'FAS, KITLG, NDUFAS, SLC25A11, C170rf25,
332 “MEQ, FUT4, CXCL1], IFT20, SLC4A4, RBM25, [77% |83% |88% |[76% |77°%% |72%
CDCA2BPA, SFRS2, AGPATS, MARCHS,
SECI0L1, FLJ13220, PBK, PSATI, BRIPI,
KLHL24, STAT1, AK2

WARS, EIF4E, PRIXX3, MTHFDZ, PSME2,
MCM6, GMFB, DLGAP4, TYMS, USP4, CTSS,
LMANI, CXCL9, CXCL10, FAS, PLKA4,
HNRPA3PL, TRIM23, SLC25A11, WHSC1, MEZ,
CXCL11, IFT20, SLC4A4, RBM?25, BAZ1A,
AGPATS, DKFZp762F1312, SEC10L1, PBK,
HNRPD, BRIP1, ETNK1, STATI, TOP2A,
NUSAP1, USP14, PRF1, SCYL2

WARS, SFRS2, EPAS1, EIF4F, MTHFD2,
PSMEZ2, GMFB, DLGAP4, TYMS, UJSP4,
CXCLIY, FAS, WHSC1, C170r25, ME2, IFT20,
TLK1, CXCL11, SLC4A4, RBM25, AK2,
CDC42BPA, HNRPD, ETNKI1, STATI, HLA-
DRA, POLE2, PAICS, NUP210

330 7% |79% |73% [79% |63% [69%

331 69% |72% |73% |(86% |81% |76%

333 BR% |86% |85% i66% |65% [79%

334 88% [93% (88% |86% |73% |83%

goooogao
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335

HNRPD, WARS, EIF4E, PRDX3, MTHFDZ,
PSME2, GBP1, TK1, GMFB, DLGAP4, TYMS,
USP4, LMANI, CDCA0, CXCLS, PLK4,
SLC25A11, WHSC1, Cl7orf25, CAZ, ME2, IFT20,
CXCLI11, RBM235, hCAP-I)3, FAS, FLT10534,
DKI'Zp762E1312, SECI0L1, ETNKI, STATI,
WDHD1

3NN

INN

814

83%

92% | 79%

88% [83%

336

WARS, SFRS2, EPAS1, EIF4E, PRDX3,
MTHFD2, PSME2, MCMS6, GBP1, GMFR,
DLGAP4, TYMS, USP4, CTSS, MAD2LI,
CXCL9, IRF8, GTSEL, CXCLI0, FAS, CHEKI,
KITLG, SLC25A11, CIQBP, NDUFAS, WHSCH,
Cl170rf25, CA2, ME2, CXCL11, GZMRB, [FT20,
TLKI, SLC4A4, RBM25, hCAP-D3, BAZ1A,
MARCHS, DKFZp762E1312, SECLOL1,
FLJ13220, PSAT1, HNRPD, BRIP1, KLHL24,
ETNKI, STATT, CUTL1, FAM64A

T7%

86%

85% |76%

B1%% | 76%

337

WARS, SFRS2, EPASI, EIF4E, MTIIFDZ,
PSME2, GMFB, DLGAP4, TYMS, CISS,
LMAN1, CDCA40, CXCL9, IRF8, SLC25A11,
CLQBP, NDUFAS, CA2, ME2, FUT4, CXCLI 1,
RBM25, AK2, CDC42BPA, FAS, RBBP4,
AGPATS, MARCHS, SECI0L1, PBK, HNRPD,
BRIPL, TRMTS, STAT1, TMEPAI, ZNF304, KLF7

T7%

9%

92% 169%

92% |79%

338

| WARS, SFRS2, EPASI, STATI, EIF4E, SFPQ,

PRDX3, MTHFD?, PSME2, GBP1, GMFB,
DLGAP4, TYMS, CDCA0, SLC4A4, CXCI.9,
RABIF, CXCL 10, FAS, CHEK1, TRIM2S,
SLC25A11, CIQBP, NDUFA9, WHSCI, CA2,
HNRPD, ME2, GZMB, RBBP4, CXCL11, RBM25,
AK2, NUP210, BRRN1, ATPSA1, CDCA2BPA,
AGPATS, FL110534, MARCHS, SEC10L1,
FL.713220, PBK, PSATI, BRIP1, MCM10, HLA-
DMA, RABEPI, YARS, P15RS

§1%

93%

92% | 79%

81% |72%

339

WARS, STATI, EIF4E, MTHFD2, PSME2,
GMFB, DLGAP4, MAD2L], FAS, PLK4, TRIM25,
KITLG, SL.C25A11, KPNBI, WHSC1, ME2,
CXCL11, SLC4A4, RBM25, AK2, AGPATS,
KLHL24, CDEN1C, RFCS, FENL, TFRC

T3%

79%

7% | 79%

69% |83%

340

WARS, EIF4E, MTHFD2, PSME2, TK1, GMFR,
DLGAP4, TYMS, TES, LMANI, DCK, CDC40,
CXCLY, IRF8, GTSEI, CXCLI0, FAS, PLK4,
TRIM2S, SLC25A11, CIQBE, NDUFAY,
Cl7or25, CA2, ME2, FUT4, CXCL11, SLC4A4,
RBM25, AK2, CDCAZBPA, RBBP4, BAZIA,
AGPATS, FLI10534, SEC10L1, FLT13220, PBK,
PSAT1, HNRPD, KLHL24, ETNK1, STATI,
SPFH1, SP3, CDC20, RAPIGDS1, M1181

73%

9%

35% |83%

81% |72%

341

WARS, EPAS1, EIF4E, PRDX3, MTHFD?2,
PSME2, TK1, GMFB, DLGAP4, TYMS, USP4,
LMANI, ARF6, SLC4A4, CXCL9, CXCL10, FAS,
TRIM25, KITLG, C1QRF, NDUFA9, SLC25A11,
WHSCI, C170rf25, HNRPD, ME2, GZMB, TLK],
CXCL11, RBM25, AK2, BRRN1, DDAH?,
AGPATS, FLJ10534, SEC10L1, FLI13220, PBK,

PSATI, TRMTS, KLHL24, ETNK1, STATI,
AVEN, HLA-DPALI, CD59

96%

0%

81% |72%

3% | 72%
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SVM

342

WARS, SFRS2, EPAS1, PRDX3, MTHFD2, TK1,
GMFB, DLGAP4, TYMS, TES, LMANI, SLC4A4,
GTSE1, CXCL10, FAS, TRIM25, CIQRP,
NDUFAS, SL.C25A11, WHSCI, C170rf25, CA2,
HNRPD, ME2, FUT4, CXCL11, RBM25,
CDCA42BPA, RBBP4, BAZ1A, AGPATS,
MARCHS, SECI0L1, BRIP1, TRMTS, KLHL24,
STAT1, MPPS, EIF4A1, TRIP13, APOL3

3NN

INN

81% 1B3%

343

WARS, SFRS2, EIF4E, PRDX3, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, LMAN1,
CDC40, CXCLY, CXCLI0, FAS, CHEK ],
HNRPA3PL, SLC25A11, CIQBP, WHSC1, CAZ,
HNRPD, ME2, CXCL11, TLK1, SLCAA4, RBM2S,
AK2, ATPSAL, SOCS6, BAZIA, AGPATS,
MARCHS, DKFZp762E1312, SEC10L1, PBK,
BRIP1, KLHI.24, STATI, GPR161, SGCD

192% | 79%

B5%

79%

69% |79%

85% (83%

88%

T76%

344

-|BLC4A4, CXCL10, FAS, CHEK1, KITLG,

WARS, SFRS2, EIFAE, PRDX3, PSMEZ, GMFB,
DLGAP4, TYMS, USP4, MAD2L1, CDC40,

NDUFAS, KPNB1, SLC25A11, CAZ, HNRFD,
ME2, FUT4, GZMB, CXCL11, RBM25, BRRN1,
CDC42BPA, MARCHS, KILHI.24, ETNK],
STATI, ADHIC, WHSC1, 1IP2

. 77% | 86%

92% |79%

88%

26%

345

WARS, SFRS2, EPAS], PAICS, EIFAL,
MTHFD2, PSME2, TK1, GMFB, DLGAPA,
TYMS, USP4, DCK, ARF6, SLC4A4, CXCLY,
RABIF, CXCL10, FAS, TRIM25, SLC25A11,
CIQBP, NDUFA9, WHSC1, C170ri25, CA2,
HNRPD, ME2, FUT4, GZMB, [F120, CXCL11,
RBM25, AK2, CAMSAPIL], BRRN1, DDAH2,
RBBP4, AGPATS, PBK, PSATI, BRIPI, KLHL24,
STATI, XPO7, TRAFD1, YTHDC2, RNF] 33

81% |86%

88% [83%

88%

2%

345

WARS, SFRS2, EPASI, PRDX3, MTHFDZ,
PSME2, MCM6, DLGAP4, TYMS, USP4, CDC40,
SLC4A4, CXCLY, RABIF, CXCL10, FAS,
SLC25A11, C1QBP, NDUFA9, WHSCI, CA2,
ME2, CXCL11, RBM25, NUP210, BRRNI,
DDAH2, RBEP4, BAZ1A, DKFZp762E1312,
SECLOLL, PSAT1, HNRPD, KLHL24, ETNK]1,
STAT1, ACADSB, AMIGO2, CCLS5, KIAA0246

81% |83%

5% 176%

81%

72%

347

SFRS2, EPAS1, EIF4E, SFPQ, PRDX3, MTHFD2,
PSME2, GMFB, DLGAP4, TYMS, LMAN1, DCK,
ARF6, CDC40, CXCL9, GTSEL, CXCLI0, FAS,
SLC25A11, KPNB1, WHSC1, CA2, HNRPD,
ME2, CXCL11, SLC4A4, RBM25, AK2, ATP5A1,
CDC42BPA, BAZ1A, FLY10534, FLY13220, PBK,
BRIP1, KLHL24, STAT1, PSMB9, HBP1, CPD,
ATM2

B1% |83%

02% |79%

85%

7%%

348

WARS, EPAS], EIFAE, PRDX3, MTHFD2,
MCMS6, GMFB, DLGAP4, CDC40, CXCLID,
CHEKI1, KPNBI, CA2, ME2, RBBP4, CXCL11,
SLC4A4, RBM25, CDC42BPA, FAS, FLI10534,
SEC10L1, FLJ13220, HNRPD, STATI, TTK,
YBX2, BCL7C, SI

73% |86%

73% [86%

73%

7%

349

WARS, SFRS2, STAT], EIF4E, PRDX3,
MTHFDZ, TK1, GMFB, DLGAP4, TYMS, USP4,
TES, CT88, CXCLY, CXCLI10, FAS, SLC25A11,

88% |79%

96% |59%

88%

76%

goooogao

10

20

30

40



goooogao

(103)

JP 2009-521215 A 2009.6.4

SVM

3NN

INN

KPNBI, Cl70rf25, ME2, GZMB, SLC4A4,
NUP210, hCAP-D3, HNRPD, TRMTS, KLHL24,
PRO2730

350

EPASI, EIF4E, PRDX3, PSME2, GMFE,
DLGAP4, TYMS, USP4, CTSS, SLC4A4,
CXCL10, HNRPA3P1, KITLG, SLC25A11,
WHSC!, CA2, HNRPD, ME2, FUT4, RRM?23,
CAMSAFPILI1, FAS, AGPATS, FLJ10534,
MARCHS, SEC10LL, PSATI, BRIP1, KLHL24,
STATI, MCM2, GGAZ, SPAGS, VRK],
EBNAIBP2

73%

83%

92% 79%

B1%

T6%

351

WARS, SFRS2, EIF4E, MTHFD2, PSME2, TK],
GMEFB, DLGAP4, TYMS, LMANI, MAD2LI1,
SLC4A4, CXCL9, RABIF, CXCL10, FAS,
CHEKI, KITLG, SLC25A11, NDUFAD, Cl70rf25,
CA2, ME2, IFT20, CXCL11, RBM25, hCAP-D3,
CDC42BPA, AGPATS, MARCHS, HNRPD,
KLHL24, STAT1, MYCBP, GBP1, [TGA4,
PBXIP1, CENPA

85%

76%

B8% |83%

88%

76%

352

HNRPD, WARS, SFRS2, EPASI, EIP4E, PRDX3,
MTHFDZ, PSME2, GMFB, DLGAP4, TYMS, TES,
CTSS, ARF6, CDCA0, SLC4A4, CXCLS, CXCLI1O,
FAS, TRIM23, KITLG, NDUFAS9, SLC25A11,
C170rf25, CA2, MI:2, FUT4, GZMB, CXCL11,

. |BRRNI, S0CS6, CDC42BPA, BAZ1A,

DKFZp762E1312, SEC10L1, PBK, PSAT!, BRIP1,
TRMTS, ETNK1, STATI, PPIG, NUP98, FUSIPI,

| SH3IGLBI

TT%

79%

92% |[76%

7%

76%

353

WARS, STRS2, EPASI, EIF4E, PRDX3,
MTHFD2, PSME2, GMFR, DLGAP4, TYMS,
DCK, CDC40, CXCL3, GTSEl, RABIF, CXCL10,
KITLG, C1QBP, NDUFASY, SLC25A11, C170r25,
CA2, ME2, GZMR, IFT20, SLC4A4, RBM25,
DDAH2, FAS, AGPATS, FLJ10534, MARCHS,
FLI13220, PBK, IINRPD, KLHL24, ETNK]1,
STATI, CSorf4, KIF23, SSPN

85%

83%

88% |79%

73%

T2%

354

HNRPD, WARS, SFRS2, STATI, EIF4E, SFPQ,
PSMEZ, GBPI, GMFB, DLGAP4, TYMS, CTSS,
ARF6, CDCA0, SLC4Ad, CXCL10, FAS, CIQBP,
NDUFAS, SLC25A1], WHSC!, CA2, MF2, TFT20,
RBBP4, CXCLI11, RBM25, NUP210, BAZ1A,
AGPATS, MARCHS, PBK, KLHL24, MAP2KA4,
UBE2LS

85%

§3%

92% |83%

31%

T6%

355

HNRPD, WARS, EIF4E, MTHFD2, MCM6,
DLGAP4, TYMS, CDC40, CXCLS, CXCL10, FAS,
TRIM2S5, CIQBP, ME2, CXCL11, RBM25, AK2,
CDC42BPA, SEC10L], PBK, KLHL24, ETNK],
STATI, DNAZL, TAP2, SYNPO

88%

20%

73% |79%

73%

76%

356

IINRPD, WARS, EIF4E, MTHFD2, GBP1,
GMFB, DLGAP4, TYMS, USP4, DCK, CDCA40,
CXCL9, IRFE, GTSEL, CXCL10, HNRPA3P]1,
TRIM2S, CIQBP, NDUFA9, SLC25A11, WHSC],
CA2, ME2, FUT4, CXCL1]1, RBBP4, TLK],
SLC4A4, REM25, AK2, NUP210, ATP5A1,
SFRS2, FAS, AGPATS, FLI10534, MARCHS,
SECI0L1, PBK, KLHI24, ETNK1, STATI,
EXOSCY, KIF15, FAX1.14, ABCE]

69%

83%

85% |33%

81%

|79%

goooogao
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357

WARS, EPAS], EIF4E, PRDX3, MTHFD?,
PSME?, MCMS, TK1, GMFB, DLGAP4, TYMS,
TES, CTSS, LMANI, CDC40, SLCAA4, CXCLY,
IRF3, CXCL10, FAS, PLK4, HNRPA3P1, CIQRP,
NDUFA9, SL.C25A11, WHSCI, C170rf25, CA2,
HNRPD, ME2, CXCL1], RBM25, AK2,
CDC42BPA, RBBP4, AGPATS, FLI10534,
SECI0L1, FL113220, PBK, BRIP1, STATI, CCLS,
FLJ20516, BUB1, MRPL42

SVvM

3NN

INN

B5%

86%

83%

7%%

81%

72%

358

HNRFD, WARS, EIF4E, MTHFD2, PSME2,
GBP1, GMFB, DLGAP4, TYMS, USP4, ARFS,
MAD2L1, CDC40, SLC4A4, CXCLY, CXCL10,
FAS, PLK4, C1QBP, SLC25A11, WHSC1, CA2,
ME2, CXCL11, RBBP4, RBM?25, AK2,
CDC42BPA, BAZ1A, AGPATS, SECI0L], PBK,

|PSAT1, BRIP1, ETNK1, STATI, GZMA, EIF4A1,

PSMA3, CD2, CCNB1

T7%

83%

85%

79%

B1%

69%

359

WARS, PSMEZ2, GMFR, DLGAP4, TYMS,
CDCA0, CXCLY, GTSEL, CXCL10, FAS, TRIM?5,
SLC25A11, C1QBP, NDUFA9, WHSC1, C170r25,
MEZ2, CXCL11, RBM25, CAMSAPIL1, AGPATS,
FLJ13220, PSATI, TRMT3, KLHL24, ETNK],
STATI, RRMI, CXCL13, NKG7, MGAT2, 1.CP2

7%

7%

B1%

T6%

Ti%

66%

360

HNRPD, SFRS2, EPAS], STATI, ELF4E,
MTHFD2, PSME2, TK1, GMFR, DLGATA4,
TYMS, CXCL9, CXCL10, FAS, CHEK1,
HNRPA1P1, KPNB1, SLC25A11, WHSCI,
C170rf25, ME2, CXCL11, IFT20, TLK1, SLC4A4,
RBM25, CDCA2BPA, BAZIA, AGPATS,
MARCHS, SEC10L1, PBK, PSATI, KLHL24,
Clorfl12, TCF7L2, RARRES3, SERBP1, TRX?

88%

0%

85%

79%

73%

T6%

361

HNRPD, WARS, EIF4E, SFPQ, MTHFD2Z,
PSMEZ2, GMFB, DLGAP4, TYMS, TES, CTSS,
ARF6, CXCLY, IRFS, RABIF, CXCL10, FAS,
PLE4, HNRPA3PI, KITLG, SLC25A11, CIQBP,
NDUFAS, WHSCI, Cl7o0rf25, ME2, CXCLI11,
IFT20, TLKT, RBM23, AX2, NUP210, hCAP-D3,
CDC42RPA, DDAIIZ, AGPATS, FLI10534,
SECI0L1, PBK, KLHL24, STAT1, PTGER3,
HCAP-G

81%

83%

88%

T6%

7%

69%

362

HNRPD, WARS, SFRS2, EPASI, STATI, EIF4E,
SFP(}, PRDX3, MTHFD2, PSME2, TK1, GMFB,
DLGAP4, TYMS, CTSS, LMANI1, MAD2LI,
CDCA40, CXCLY, IRF8, CXCLI10, KITLG, CIQBP,
NDUFA9, SL.C25A11, WHSC1, ME2, CXCLI11,
GZMB, IFT20, RBBP4, SLC4A4, RBM25, hCAP-
D3, BRRNI, FAS, FLI10534, SECI0L1, PSATI,
KLHL24, NUFP5), MCCC2, RABGEF1

81%

90%

85%

9%

1%

83%

363

WARS, SFRS2, EPAS], EIF4E, MTHFD2,
GMFB, DLGAP4, TYMS, USP4, CDCAD, CXCLY,
CXCL10, FAS, HNRPA3P1, TRIM25, C1QBP,
SLC25A11, ME2, CXCL11, IFT20, RBM25, AK2,
hCAP-D3, CDC42BPA, RBBP4, BAZ1A,
DKFZpT762E1312, SEC10L1, PBK, HNRPD,
EINKI, STATI, PSMA6, ZNF345, UBAP1

92%

90%

™

83%

69%

72%

364

WARS, EPASI, PAICS, EIFAE, MTHFDL,

PSMEZ, GMFB, TYMS, TES, LMAN], SLC4A4,

7%

86%

38%

76%

85%

T6%
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CXCLY, RABIF, FAS, CHEK1, HNRPA3P1,
TRIM2S5, SLC25A11, C1QBP, WHSC1, ME2,
CDC42BPA, FLI10534, SECI0L1, PBK, STATI,
ZBTB2, NAT2

INN

365

1 SLC4A4, RBM23, AK2, CDCAZBPA, DDAH2,

WARS, SFRS2, EIF4E, MTHFDZ, PSME2,
GMFE, DLGAP4, TYMS, UISP4, MADZLLI,
CXCLY, CXCL10, FAS, CIQBP, NDUFAS,
KPNB1, SLC25A11, WHSCI1, CA2, ME2, IFT20,

PSATI, HNRPD, BRIP1, KLHL24, ETNK]1,
STAT1, HMMR, CTSL

85%

36%

85%

T6%

1%

69%

166

_|CLEC2D

WARS, EIF4E, PRDX3, MTHFD?Z2, PSML2,
GMFB, DLGAP4, TYMS, USP4, CTSS, DCK,
CXCL9, CXCL10, FAS, TRIM25, WHSCI,
Cl7orf25, CA2, ME2, FUT4, IFT20, CXCL11,
SLC4A4, RBM25, CDC42BPA, RERP4, AGPATS,
MARCHS, FLJY13220, PBK, HNRPD, TRMTS,
KLHL24, ETNK!, STATI, PBX1, ZDHHC3,

28%

3%

85% |72%

69%

76%

367

HNRPD, WARS, SFRS2, EIF4E, MTHFD2,
PSME2, TK1, GMFB, DLGAP4, TYMS, TES,
LMANI, ARF6, CDC40, CXCL9, IRF8, GTSEL,
RABIF, CXCL10, FAS, KITLG, CIQBP,
NDUFA9, SLC25A11, WHSC1, ME2, T1.K1,
SLC4A4, CXCL11, RBM25, hCAP-D3, DDAHZ,
RBBP4, BAZ1A, AGPATS, SECIOLI, PDK,
TRMTS, KLHL24, ETNK1, STAT1, NEK2,
KIAADS841, RNMT, Cdorfl6

3%

83%

85%

83%

73%

66%

358

WARS, SFRS2, EPASI, STATI, MTHFDZ,
PSME2, GMFB, DLGAP4, TYMS, TES, CDC40,
SLC4A4, CXCL9, RABIF, CXCLI10, FAS, PLK4,
CHEK]1, HNRPA3P1, TRIM25, C1QBP, KPNB1,
SLC25A11, WHSCI, CA2, HNRPD, ME2, FUT4,
RBBP4, CXCL11, RBM25, NUP210, SOCSS,
CDCA42BPA, FLI10534, MARCHS, FLI13220,
PBK, PSAT1, BRIP1, KLHL24, APOL1, PDGFA,
FBXO0S, CACYBP, ABCE1

73%

83%

81%

T9%

R1%

7%

369

. WARS, SFRS2, EPAS1, STATI, PAICS, EIF4E,

MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
USP4, DCK, CDC40, SLC4A4, CXCLY, GTSEI,
CXCL10, PLK4, SLC25A11, NDUFA9, KPNBI,
WHSC1, C170rf25, CA2, ME2, FUT4, IFT20,
TLK], CXCL11, RBM2S5, AK2, CDCAZBPA,
DDAH?2, FAS, BAZ]A, AGPATS, SECI0L1,
FLI13220, PBK, PSATI], HNRPD, BRIP1, BMPS,
ETNK1, PTGER3, VAMP4, CCNB2

B8%

86%

B1%

B3%

81%

79%

370

WARS, EPAS1, PRDX3, MTHFDZ, PSME2, TK1,
GMFB, DLGAP4, TYMS, TES, CTSS, MAD2L1,
CDCA0, S1.C4A4, CXCLS, GTSEL, RABTF,
CXCL10, FAS, PLK4, TRIM2S, KITLG,
SLC25A11, CIQBP, CA2, ME2, CXCL11, RBBP4,
TLK1, RBM25, AK2, BRRN1, SFRS2, BAZ1A,
AGPATS, FLI13220, PSAT1, HNRPD, BRIP1,
KLHL24, STATI, TAP1, LCP2, ITGAL, CCNT2,
FYB

81%

79%

81%

79%

81%

76%

371

HNRFD, WARS, PRDX3, MTHFD2, PSME2,
MCMS6, TK1, GMFB, DLGAP4, TYMS, DCK,

B8%

T9%

85%

79%

73%

2%
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ARF6, CXCL9, CXCL10, CIQBP, NDUFAD,
SLC25A11, ME2, TFT20, CXCL11, RBM2S, AK2,
BRRN1, ATPSA1, CDC42BPA, SFRS2, FAS,
BAZIA, AGPATS, FLJ13220, PBK, PSATI,
BRIP1, KLHL24, STAT1, NEIL3, PCDHGC3,
NUSAP1

312

SFRS2, EPASI, EIF4E, PRDX3, MTHFD?,
PSME2, MCM6, TK1, GMFB, DLGAP4, TYMS,
TES, DCK, MAD2L1, CXCLY, IRFE, CXCL10,
FAS, TRIM25, KITLG, C1QBP, NDUFAS,
SLC25A11, WHSCL, CA2, HNRPD, MEZ2,
CXCLI11, IFT20, RBEP4, SLCAA4, RRM25, AK2,
CDC42BPA, DDAH?, BAZ1A, AGPATS,
FLI10534, MARCHS, SEC10L1, FLI13220, PBK,
KLIIL24, ETNK!, STATI1, TNFAIP2

7%

7%

81%

83%

5%

79%

373

WARS, STAT], EIFE, SFP(}, MTHFD?, PSME2,
GMFB, DLGAP4, TYMS, ARF§, CDC4Q,
SLC4A4, CXCLA, RABIF, CXCL10, FAS,
SLC25A11, CIQBP, NDUFAY, KPNB1, WHSCI,
Cl7orf25, CA2, ME2, FUT4, CXCL11, GZMB,
TLK1, RBM25, AK2, FLI10534, FLJ13220,
IINRPD, BRIP1, GEMIN4, PTPRC

B5%

B6%

92%

79%

81%

72%

374

WARS, SFRS52, EPAS!, PAICS, EIF4E,
MTHFD2, PSMEZ2, MCM6, GBP1, GMFR,
DLGAP4, TYMS, TES, CTSS, DCK, MAD2L1,
CDC40, SL.C4A4, CXCL9, IRF8, GTSEI,
CXCL10, FAS, PLK4, TRIM25, KITLG, C1QBP,
NDUFA9, KFNB1, SLC25A11, WHSCI, CA2,
ME2, CXCL11, RBM25, AK2, hCAP-D3,
CDC42BPA, DDAH2, AGPATS, MARCHS,
SECI0L1, FL113220, PBK, HNRFD, BRIP1,
KLI124, STAT1, APOBEC3G, KIF11, GBP2,
RABG6A, ITGBS

T7%

0%

81%

76%

83%

T6%

375

WARS, EIFAE, MTHFD2, PSME2, MCMS6,
GMFB, DLGAP4, TYMS, MAD2L1, CDC40,
CXCL9, CXCL10, FAS, SLC25A11, CIQBP,
NDUFA$, ME2, FUT4, CXCL11, RBM25, hCAP-
D3, BRRNI, MARCHS, SEC10L1, FLJ13220,
HNRPD, STAT?, AP2B1, KIF2, K-ALPHA-1,
GPHN

i 73%

72%

85%

20%

81%

83%

376

HNRPD, WARS, SFRS2, EPAS1, PAICS, EIF4E,
PRDX3, MTIIFDZ, PSMEZ, GBP1, TK1, GMFB,
DLGAP4, TYMS, USP4, CTSS, LMANI, CXCLS9,
IRFS, RABIF, CXCL10, FAS, HNRPA3PI,
KITLG, SLC25A11, CIQBP, NDUFA9, WHSC],
ME2, CXCL11, TLK1, SLC4A4, REM2S,
ATPSA1, RBEP4, FLI10534, MARCHS,
FLJ13220, PSATI, BRIP], KI.HL24, STATI,
KIF18A, KIF2C, NF2, DLG7, PSMAS

7%

83%

7%

86%

377

WARS, SFRS2, EPAS], EIF4E, MTHFD?2,
PSME2, GMFR, DLGAP4, TYMS, CDC40,
CXCLS, CXCL10, FAS, PLE4, TRIM25, KITLG,
C1QBP, NDUFASY, SLC25A11, HNRPD, MI2,
CXCL11, JFT20, RBM25, ATPSAL, DDAH2,
AGPATS, FLI13220, PSATL, BRIPT, KELHT 24,
STATI, SLC4A4, CD7, DNMIL, RPL39, CDKN3

81%

9%

B5%

73%

86%

0%

88%

72%

378

HNRTD, WARS, SFRS2, EPASI, STATI, E[F4E,

85%

90%

85%

 12%

73%

79%
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3NN
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PRDX3, MTHFD2, PSME2, TK1, DLGAP4,
TYMS, USP4, LMAN1, DCK, MAD2L1, CDC40,
SLC4A4, CXCLY, GTSE1, RABIF, CXCL10, FAS,
PLK4, CHEK1, JINRPA3P1, TRIM?25, C1QBP,
NDUFASY, SLC25A11, WHSC1, ME2, CXCL11,
GZMB, IFT20, RBBP4, TLK1, RBM25, AK2,

ATP5A1, AGPATS, KLHL24, ETNK1, CD3Z,

DHX15, MTHFD1

379

WARS, STATI, EIF4E, MTHFD2, PSME2,

' GMFB, DLGAP4, TYMS, LMANI, DCK,

SLCA4A4, CXCLY, IRF8, RABIF, CXCL10, FAS,
TRIM?25, NDUFAS, SLC25A11, WHSC1, HNRPD,
ME2, CXCL11, TLK1, RBM25, CAMSAPIL1,
CDC42RPA, RBBP4, MARCHS, SEC10LI,
FLI13220, PSAT1, BRIP1, KLHI.24, ETNK1,
ATF6, RRM2, KPNAZ

81% |83%

77%

83%

1%

79%

380

HNRPD, WARS, SFRS2, EPASI, EIF4E,
MTHFD2, PSME2, GBP1, TK.1, DLGAP4, TYMS,
LMAN1, MADZL1, CXCL9, IKF8, CXCL10, FAS,
HNRPA3P1, KITLG, NDUFA9, KPNEI,
SLC25A11, ME2, CXCLI1, TLK1, SLC4A4,
RBM?25, AK2, AGPATS, FLI10534, MARCHS,
SEC10L1, PBK, PSAT1, BRIP1, KLHI 24, STATI,
BTN3A3

73% |83%

81%

86%

69%

T2%

381

WARS, EIFAE, PRDX3, MTHFD2, PSMEZ, TK1,
GMFB, DLGAP4, TYMS, USP4, TES, CDCAU,
CXCL9, CXCL10, FAS, KITLG, NDUFAS.
SLC25A11, WHSC1, CAZ, ME2, RBM25, AK2,
ATP5A1, SEC10L1, PBK, HNRPD, BRIP!,
KLHL24, STAT], CHEKI, C200:f45, CKS2

85% |83%

92%

36%

83%

76%

3g2

WARS, SFRS2, EPAS], EIF4E, MTHFDZ,
PSME2, GBFP1, GMFB, DLGAP4, TYMS, USP4,
ARF6, MADZL1, CXCL9, RABIF, CXCLI0, FAS,
PLK4, CHEK], HNRPA3P1, KITLG, SLC25A11,
WHSC1, C17orf25, ME2, FUT4, CXCL11, IFT20,
SLC4A4, RBM25, ATP5A1, CDC42BPA, RBBP4,
MARCHS, SECI0L1, FLJ13220, PBK, PSATI,
ETNK]i, STAT1, HMGNZ, SFRS10

92% |90%

81%

9%

3%

76%

383

WARS, EPAS], EIF4E, PRDX3, MTHFD2,
PSME2, GBP1, GMFB, DLGAP4, TYMS, UJSP4,
DCK, CDC4n, CXCL9, IRF8, RABIF, CXCL10,
FAS, PLK4, HNRPA3P1, TRIM25, KITLG,

.C1QBP, NDUFAY, SLC25A11, C170rf25, CA2,

HNRPD, ME2, CXCLI11, RBM25, SFRS2,
DDANZ, RBBP4, AGPATS, FLJ13220, PRK,
ETNKI1, STAT1, TMEMA48

85% |[83%

88%

T6%

81%

2%

384

WARS, SFRS2, EPAS], EIF4E, SFPQ, GMFE,
DLGAP4, TYMS, USP4, SLC4A4, CXCLS,
RARIF, CXCL10, FAS, KPNB1, CA2, MEZ,
FUT4, CXCL11, RBM25, CAMSAPIL1, KLHL24,
STAT1, TRAF3IPS, SOS1

B3% 190%

838%

83%

81%

76%

385

WARS, SFRS2, EIF4E, PRDX3, MTHFD?,
PSME2, DLGAP4, TYMS, USP4, MAD2L,
SLC4A4, CXCLY, GTSE], RABIF, CXCLIO, FAS,
HANRPA3P1, TRIM25, SLC25A11, NDUFAS,
WHSC1, CAZ, ME2, GZMB, TLK1, CXCLI1,

RBM25, AK?2, BRRN1, ATP5A1, DDAHZ,

B5% |[B6%

88%

79%

73%

79%
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AGFPATS, MARCHS, SEC10L1, PBE, PSATI,
HNRPD, BRIF1, KLHIL24, STATI, Cl60rf30

386

WARS, SFRS2, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, MCMS$, TK1, GMFB,
DLGAP4, TYMS, LMANI, CXCL9, IRFS, GTSE],
CXCL10, FAS, TRIM23, RITLG, SLC25A11,
C1QBP, NDUFA9, KPNB1, WHSC1, HNRPD,
ME?, CXCL11, IFT20, RBBP4, TLK1, SLC4A4,
RBM25, CAMSAPILI, ATP5A1, DDAH?,
FLI0334, MARCHS, DKFZp762E1312,

SECI0LI, PBK, TRMTS, STATI1, PGD, ZNF148

69%

76%

69%

B6%

B1%

86%

87

HNRPD, WARS, EPAS], PRDX3, MTHFD2,
PSME2, TK1, DLGAP4, TYMS, USP4, TES,
LMANI, CXCL9, CXCL10, FAS, PLK4, TRIM25,
CIQBP, SLC25A11, WHSC], ME2, RBBP4,
TLKI, SLC4A4, NUP210, SFRS2, SECI0L1,
ETNK]1, STAT1, SNRPC, RAC2

73%

86%

B8%

83%

1%

83%

388

WARS, SFRS2, PAICS, EIF4E, MTHEDZ,
PSME2, GMFB, DLGAP4, TYMS, TES, LMANI,
CDC40, CXCL10, NDUFA9, KP'NB1, SLC25A11,
ME2, CXCLI1, SLC4A4, REM25, NUP210,
hCAP-D3, FAS, RBBP4, ETNK]1, STATI, DHX4(,
KIAAQ090

13%

9%

73%

86%

TT%

83%

389 .

HNRPD, WARS, SFRS2, EPASL, STATI, EIF4E,
MTHFD2, PSME2, GMFB, DLGAP4, TYMS,
LMAN1, ARF6, CXCL10, FAS, PLK4, TRIM2S,

-SLC25A11, CIQBP, NDUFAS, MF2, CXCL11,

GZMB, TLK], SLCAA4, RBM25, hCAP-D3,
ATP5A1, CDC42BPA, DDAH2, AGPATS,
FLIT10534, MARCHS, FLI13220, SLA

85%

86%

ER%

76%

B1%

B3%

390

WARS, EPAS], EIF4E, PRDX3, TK1, GMFB,
DLGAP4, USP4, CXCLY, CXCL10, FAS, CIIEK 1,
RITLG, C1QEP, NDUFA$, SLC25A11, WHSC1,
ME2, IFT20, RBM25, HNRPD, BRIP1, ETNK 1,
STATI1, MASA, SYDEL, C9orf76, ZNF518

83%

86%

21%

83%

8%

86%

391

WARS, SFRS2, MTHF[32, PSMEZ2, GMFB,
DLGAP4, TYMS, CXCL9, RABIF, CXCL10,
HNRPA3P1, TRIM25, KITLG, SLC25A11, ME2,
RBBP4, CXCL 11, RBM25, SOCS6, FAS,
AGPATS, MARCHS, SEC10L1, ENRPD, BRIP],
STATI1, KIAAQ265, CCNA2, LRPS, CNAF]

85%

79%

92%

79%

8%

T6%

392

HNRPD, WARS, SFRS2, EIF4E, PRDX3,
MTHFD2, PSME2, GBP1, TK1, GMFR, DL.GAP4,
UsP4, CTSS, ARF6, CXCL9, IRF8, GTSE],
CXCL10, TRIM23, C1QBP, SLC25A11, WHSCI,
CAZ2, ME2, I'UT4, CXCL11, GZMR, S1.C4A4,
RBM25, AK2, CAMSAPIL1, ATP5AI, SOCSS,
CDC42BPA, FAS, RBBP4, BAZ1A, AGPATS,
MARCHS, SEC10L1, PBK, BRIPI, KLHL24,
STATI, GTPBP2, MOBKI1B, MDS032, WDR45L

5%

90%

88%

7%

85%

69%

393

HNRPD, WARS, SFRS2, STAT1, EIF4E,
MTHFDZ, PSME2, MCM6, GMEB, DLGAP4,
TYMS, USP4, TES, DCK, CDC40, CXCLY, IRFS,
CXCL10, FAS, PLK4, SLC25A11, C1QBP,
NDUFA9, KPNBI, C170rf25, ME2, IFT20,
RBBP4, TLK1, SLC4A4, CXCL11, RBM25, AK2,
NUP210, ATP5A1, CDC42BPA, SECIOLI,

81%

79%

7%

86%

69%

66%
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FLJ13220, PBK, PSATI, BRIP1, KLHL.24,
ETNK 1, FLI20641, PIK3CD

394

WARS, SFRS2, EIF4L, PRDX3, MTHFDZ,
PSME2, GBP1, TK1, GMFB, DLGAP4, TYMS,
USP4, MAD2L1, CI2C40, CXCL9, IRF8, CXCL10,
WHSC1, Cl7orf25, CA?, HNRPD, MEZ, CXCL11,
GZMB, SLC4A4, RBM23, AK2, FAS, SEC10LI,
KLHL24, STAT1, KIAAQ907

81%

90%

85% | 79%

85% | 72%

395

'NDUFAS, SLC25A11, WHSC1, CA2, ME2, FUT4,

WARS, SFR82, EPASI, PAICS, EIF4E, PRDX3,
MTHFD2, PSME2, DLGAP4, TYMS, TES, DCK,
CIC40, SLC4A4, IRFB, CXCL10, PLK4, CIQBP,

GZMB, TLK1, CXCL1 1, RBM25, hCAP-D3, FAS,
AGPATS, MARCHS, SEC10L1, PSAT1, HNRPD,
BRIPI, STAT1, NUMB, HMGB2

85%

86%

85% |[72%

69% | 76%

306

WARS, EIF4E, MTIIFD2, GMFB, DLGAPA,
CTSS, CDC40, CXCL10, FAS, HNRPA3FI,
CI1QBP, NDUFA9, SLC25A11, HNRED, MEZ,
FUT4, CXCL11, RBM25, ATPSA1, F1110534,
SEC10L1, ¥1.J13220, PBK, BRIP1, STATI,
KPNAZ2, TBRDC3, RIG, NP

§1%

83%

81% |90%

3% | 79%

397

WARS, EPAS], EIF4E, MTHFD2, PSME2, TK1,
GMFB, DLGAP4, TYMS, USP4, LMAN1, DCEK,
CDCA40, CXCLY, IRF8, GTSE1, CXCL10, FAS,
TRIM25, XITLG, SLC25A11, C1QBP, NDUFAS9,
KPNBI1, WHSC1, C170rf25, CA2, HNRPD, ME2,
CXCL11, GZMB, RBM2S, AK2, NUP210,
ATP5A1, DDAH2, FLY10534, MARCHS,
FLI13220, PBK, PSATI1, BRIP!, TRMTS,
KLHL24, ETNK1, STATI, SFRS7, SMURF2,
SCC-112

B1%

83%

% |76%

3% |76%

358

WARS, SFRS2, PRDX3, PSME?, TK1, GMFB,
DLGAP4, TYMS, TES, MAD21,1, CXCLS9,
GTSE1, CXCLIO, PLK4, TRIM25, C1QBP,
NDUFAS9, KPNR1, WHSC1, C170rf25, CA2, MI2,
CXCL11, GZMB, IFT20, SLCAA4, RBM25, AK?,
hCAP-1)3, ATPSAL, FAS, MARCLIS, PBK,
HNRPD, ETNK 1, STAT1, HEM!, DKK1, PRDX]I,
ELOVLS, CD86

92%

97%

88% |76%

81% [79%

399

HNRPD, WARS, SFRS2, EPAS], EIF4E, PRDX3,
MTHFD2, PSME2, MCM6, GMFB, DLGAPA4,
TYMS, USP4, LMANI, CDC40, SLC4A4, CXCL9,
GTSE1, CXCL10, FAS, PLK4, SLC25A11,
CIQBP, NDUFA9, KPNBI, WHSC1, C170r25,
CA2, MEZ, CXCL11, IFT20, RBM25, BRRN1,
CDC42BPA, RBBP4, AGPATS, MARCHS,
SEC10LI, PBK, TRMTS, KLHI.24, STATI, PEG3,
ASPM, NR5A2

5%

9%

88% |79%

88% '76%

400

WARS, SFRS2, PAICS, EIF4E, SFPQ, PRDX3,
MTHFI2, PSME2, GMFB, DLGAP4, TYMS,
USP4, CTSS, LMANI, DCK, MAD2L1, CXCLS,
IRFB, CXCL10, PLK4, KITLG, CLQBP, NDUFAD,
KPNBI, SLC25A11, WHSCI, C170rf25, CA2,
HNRPD, ME2, CXCL11, TLK1, SLC4A4, RBM25,
AK2, ATP5A1, FAS, RBBP4, BAZIA, F1.T10534,
SEC10L1, FLY13220, PBK, PSATI, BRIP1,
KLHL24, STAT1, AMD1

65%

79%

2% |86%

5% {76%
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| HNRPD, WARS, EIF4E, MTHFD2, PSME2,
GBP1, TK1, GMFB, DLGAP4, TYMS, USP4, TES,
MAD2L1, CXCLY, CXCL10, FAS, TRIM25,
NDUFAS9, WHSC1, C170rf25, CA2, ME2, .
401 CXCL11, TLK1, SLC4A4, REM25, BRRN1, 85% |79% [85% |86% [81% 176%

DDANZ, MARCHS, PBK, PSATI, BRIFI,
KiLHL24, 5TATI, LOC146909, ECT2, BM039,
GTF3iC4

WARS, EPASI, STATI, EIF4E, MTIFD2, TK1,
GMFB, DLGAP4, TYMS, USP4, CTSS, DCK,
ARF6, CDCA0, CXCLY, CXCL10, PLKA,
HNRPA3P], TRIM25, KITLG, SLC25A11,
NDUFA9, WHSCL, C170rf25, CA2, HNRPD,
ME2, CXCL11, IFT20, TLK?, 9?1?6241\4, RBII)VDS, B1% 179% |88% |79% |B1% |79%
AK2, CAMSAPIL1, ATPSA1, SOCS6, SFRSZ,
DDAII2, FAS, RBBP4, MARCHS, SEC10L1,
FIJ13220, PBK, PSATI, BRIP1, KLHI 24,
MS4A12, SMCHD1, RANBP2L1, SP110, SES7-1

WARS, SFRS2, EPAS], STAT1, EIF4E,
MTHFD2, PSME2, MCMS, TK1, GMFB,
DLGAP4, TYMS, TES, CDC40, SLCAA4, CXC19,
IRF3§
s [RELQTSEL LI TAS G SR s e s o [
FUT4, TLK1, RBM25, CAMSAPIL1, hCAP-D3,
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KLHL24, ETNK1, CAND1
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